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REVIEW | IMMUNOLOGIC MEMORY

IMMUNOLOGICAL MEMORY AS A BASIS FOR A WISE VACCINATION
STRATEGY. A RATIONALE FOR INTRODUCING A COMPREHENSIVE
SEROEPIDEMIOLOGICAL SURVEILLANCE SYSTEM IN RUSSIA

Gushchin VA2 = Manuilov VA", Mazunina EP', Kleymenov DA', Semenenko TA*, Gintsburg AL®, Tkachuk AP!
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N. F. Gamaleya Federal Research Center for Epidemiology and Microbiology, Moscow, Russia

5N. F. Gamaleya Federal Research Center for Epidemiology and Microbiology, Moscow, Russia

Immunological memory is one of the key features of the adaptive immunity. It confers the ability to resist infection and prevents
development of cancer or autoimmune diseases. Most importantly, immunological memory mediated by preexisting antigen-
specific clones of T- and B-cells ensures a rapid and effective response to an invasion by a previously encountered pathogen.
Since vaccination induces a specific long-lived response to infectious agents, it becomes a basis for preventive medicine. In a
human population, immunological memory of individuals shapes the so-called herd or community immunity crucial for national
health. The present review touches upon significant population-wide research studies of immunological memory with regard
to immunization. We discuss the principles of serological testing and the outcomes of serological monitoring conducted in
different countries, and talk about standard and innovative analytical approaches to studying immunological memory. We also
pinpoint the drawbacks of methods used for herd immunity assessment in Russia and propose a comprehensive system for
seroepidemiological surveillance.

Keywords: immunological memory, herd immunity, humoral immunity, infectious agent, pathogen, vaccine, immunization,
immunization schedule, vaccine hesistancy, surveillance
Funding: this paper was prepared with support of the Russian Ministry of Education and Science, project no. RFMEFI60117X0018.
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MepBbIi MOCKOBCKNIN FOCYAAPCTBEHHBIN MEAVLMHCKIIA yHBEpCUTET Mmenn V1. M. CeveHosa (CeveHoBCKUIA yHBEpCUTET), MocKBa

4OThen anvagemmonoriu,
HalmoHanbHbI nccnenoBaTenbCKni LEHTP anNMaeM1onorin 1 Mkpobronorin vexn H. ®. famanen, Mocksa

5 HaunoHanbHbIN MccnenoBaTensCKMin LEHTP SNAEMMONOriM 1 MUKpobronorim nmenn H. ®. famanen, Mockea

IMMyHOMOryeckas naMsiTb — OfHa U3 KMoHeBbIX (DYHKLMIA afanTUBHOMO MMMYHUTETA, NMO3BOMSIOLLAsS OpraHMaMy npoTK-
BOCTOSITb VHEKUVISIM, NMPEAoTBPaLLAaTh PasBUTMe OHKOMOMMHECKMX 1 ayTOMMMYHHbIX 3a60neBaHuin. BaxkHelllee CBOMCTBO
NMMYHOJOMMYECKOM NaMsAT — 3TO CMOCOBHOCTb C MOMOLLBIO MPEACYLLECTBYHOLLMX aHTUreH-CneLyuyHbIX KNoHOB B- 1
T-KneTok 6bICTPO 1 3PDEKTNBHO pearvpoBaTb Ha MaToreH, C KOTOPbIM Y opraHnama Obifl KOHTaKT B MPOLUIoM. Hanmyve
JONMOXKMBYLLMX MONYNSUMIA KNETOK, HAAEXHO PaCMO3HAOLLIMX NHDEKLIMOHHbIE areHTbl, MO3BOMSET MCNONb30BaTb BaKLMHa-
LMIO B Ka4eCTBe M1aBHOIo anieMeHTa NPeBeHTVIBHOM MeavLMHbI. Ha ypoBHe coobLigcTBa Ntoael MMyHONoryeckas namste
OTOENbHbIX VHAVBUAYYMOB ONpeaensieT heHoMeH NMonymnsLMOHHOMO (KOMEKTUBHOMO) MMMYHWUTETA, KOTOPbIA YpesBbiHaiHo
BaXKeH /15 obecnedeHst 6ruobesonacHOCTV B MacLuTabe rocynapcTea. B 0630pe onvcaHbl akTyasnbHble NCCrenoBaHus rnory-
NISILMOHHOMO UMMYHMTETa B KOHTEKCTE BaKLIMHONPOMUNAKTVKA. PaccMaTprBaroTCst MOUHLMMBLI OPraHn3aLyin CepOonorMyecKimnx
NCCNefoBaHuniA, OMbIT CePOSIONMHYECKOr0 MOHUTOPUHIA B PasNYHbIX CTpaHax, CyLLECTBYIOLIME N NepCneKTVBHbIe aHanTW-
YeCKMe NoOAXOb! K U3YHEHNIO MMMYHOSOrMYecKoi namsTy. OBCy»KaarTCst HeAOCTATKM NMPUHATLIX B POCCUM CMIOCOGOB OLIEHKM
NoNyNALUMOHHOIO MMMYHUTETA 1 MPeAaraeTcs K peanvsaLyin cucTemMa cepoanaoeMnonorm4eckoro MOHUTOPUHA.

KnroueBble cnosa: MMyHOSIOIMYeCKasd namsiTb, MNOMYNSALUNOHHBIN UMMYHUTET, NyMOpPasibHbIi UMMYHUTET, MHMEKLMOHHBIN
areHT, naToreH, BakUMHa, BakU/HONPOMUIaKT1Ka, KasleHaapb NPUBNBOK, OTKa3 OT BakUMHALAN, MOHUTOPWHI
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OB30P | UMMYHOJIOI’MHYECKASA MAMATD

Vaccination is a powerful and cost-effective tool for fighting
infection. It confers direct protection against pathogens
and establishes a long-lasting immunological memory [1]. In
spite of significant achievements in preventive vaccination,
development of novel or improved vaccines is hampered by
the lack of fundamental immunological knowledge, excessive
bureaucratic regulations, financial and sociopolitical barriers,
which also contribute to the irrational use of older preparations.
For example, about 20 million children currently do not have
access to routine vaccination (see the Figure), which entails
deaths of several million people each year [1]. Even more
infected people die because there are no vaccines against
the pathogen (HIV, malaria) [2] or because the vaccine is only
partially protective (tuberculosis) [3].

Until the 1970s, the list of recommended vaccines against
life-threatening infections was quite short, and preventive
vaccination basically aimed to cover the entire population
regardless of age. Among the greatest achievements of that time
was complete eradication of smallpox and partial elimination of
measles, polio, diphtheria, tetanus and tuberculosis (reported
in a few developed regions in Europe and North America).
Current immunization schedules for children, teenagers and
adults are increasingly intricate and offer vaccinations against
multiple pathogens with dozens of serotypes.

Immunization schedules ensure the best use of available
vaccines and also serve to accurately estimate the need for
vaccination among different population groups. The list of
recommended vaccines is constantly expanding, further
complicating the immunization schedule. Still, the latter cannot
be revised unless we start to monitor the efficiency of current
vaccination programs and obtain a deeper understanding of
herd immunity structure [5].

It is known that immunity of those who have developed
immunological memory against a particular pathogen (through
vaccination or natural infection) protects susceptible members

M African Region
[ East Mediterranean Region
M South East Asian Region

M American Region
European Region
M West Pacific Region

of the population from this infection. This phenomenon is
commonly referred to as herd immunity. Threshold proportions
of immunes necessary for establishing herd immunity against a
particular infection vary depending on the number of individual
contacts in the population and the probability of infection
transmission which, in turn, depends on the pathogen. For
example, the spread of diphtheria, polio and rubella can
be controlled if the proportion of immune individuals evenly
distributed in the population is 82 % to 87 %; with mumps,
the threshold value is 85 % to 90 %, and with measles and
pertussis, this proportion is 92 % to 95 % [6].

It should be noted that a hundred percent immunity against
infection is nonexistent: not every healthy individual develops
a long-lasting post-vaccination immunological memory [7].
So far, factors determining this selectivity, including patient’s
genotype, remain understudied [8]. Also, particularly vulnerable
to infection are patients with compromised immunity, HIV, or
cancer [9]; infants in whom vaccination can be ineffective or
unsafe [10], and elderly people with waning immunity [11].
Besides, even trustworthy vaccines sometimes differ in their
effectiveness depending on the lot or season [10, 12]. Therefore,
maintaining a high proportion of truly immunized individuals is
crucial for the population in general and its vulnerable members
in particular.

Importantly, herd immunity can be established only if
immunized individuals are distributed evenly in the population
[B]. It is known that geographical and social clustering of
vaccine-hesitant groups, e.g. religious communities, seriously
reduces herd immunity in the regions of their residence. This
phenomenon has been demonstrated in the Mennonites
(USA), indigenous peoples of the US and Canada, and
religious communities in the Netherlands [6, 13]. Increasing
vaccine hesitancy both in Russia and worldwide has become
a high-profile issue [14, 15] and sparked serious discussions
among the scientists [16-20]. Understanding the landscape

Hepatitis A 10.4 z=31
Varicella 11.2 M =-19
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of population immunity is critical for better identification of
susceptible individuals and requires targeted serological
surveillance.

Serological surveillance is an important tool used to monitor
infection, identify at-risk populations and predict new threats. It
provides information that is often missing from epidemiological
and vaccination reports [20]. Modern serological surveillance
relies on quantitative and qualitative measurements of specific
antibodies in the blood serum that indicate post-vaccination
or naturally acquired immunity and protect an individual from
infection [21]. Antibodies generated in response to disease point
to clinical or even subclinical infections that otherwise could
be overlooked. For example, 20 % of infants with no medical
history of pertussis and no previous vaccinations against this
infection were found to have antibodies to the pertussis toxin
[22]. Centralized serological surveillance of population immunity
should be a part of any large-scale vaccination campaign.

Basic principles of serological surveillance

Any state-supported system for serological surveillance [23, 24]
aims to obtain reliable data to estimate herd immunity, assess
efficiency of current immunization programs and the need
to revise immunization schedules and vaccine procurement
volumes. Therefore, such a system should:

1. determine the actual proportion of individuals with
protective titers against pathogens circulating in endemic
areas, including infections that can be controlled by specific
prevention measures, using appropriate stratification if required;

2. assess efficiency of current immunization programs from
regional, socio-economic and age perspectives by comparing
vaccination coverage statistics with the actual figures on the
truly immune population;

3. update the statistics on herd immunity in population
groups or areas (herd immunity refers to the percent of immune
individuals in a studied population, sufficient to prevent an
epidemic).

The main criteria a comprehensive serosurveillance system
should meet are quality and quantity of the obtained data
ensured by adherence to the following principles [25, 26]:

—adequate coverage: surveillance should be performed
over the targeted population or environmental objects critical
for accurate estimation of prevalence of infection markers
(depending on the pathogen type, its endemicity, modes of
transmission and risk factors); methods of statistical analysis
should be applied;

—relevance: samples should be representative of the
studied group or object; studies should be conducted in
accordance with the principles of modern epidemiology;

— continuity: continuity of surveillance, i.e. a possibility to
reproduce a study over the course of a few years;

— data homogeneity implies that data are homogenous
enough to be pooled for further analysis within a given
epidemiological and time frames.

A serosurveillance system would be impossible without
authorized experts whose primary task is to collect, process
and archive the samples using quality lab equipment and their
own data processing centers. The need for a serosurveillance
system was plainly indicated by the Russian Federation
Government [23] and stems from the current state of the field.

Current methods for estimating herd immunity in Russia

At present, no large-scale studies are being conducted in
Russia to estimate the prevalence of serological markers of

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU

REVIEW | IMMUNOLOGIC MEMORY

vaccine-preventable infections whose results could be reliably
extrapolated onto the entire population. Effectiveness of
immunization programs is normally indirectly assessed by

— analyzing documented vaccination coverage rates;

— analyzing infection incidence rates,

— local seroepidemiological studies.
We will enlarge on these methods below.

Vaccination coverage

Every authorized vaccination provider is expected to fill out two
statistical report forms [27, 28]: Form 5 that reports the absolute
number of administered vaccine doses, and Form 6 that lists
population groups eligible for vaccination before reaching
the certain (decreed) age stated in the National immunization
schedule [29, 30]. Based on these forms, the following
parameters are calculated: vaccination coverage among
children, i. e. the proportion of children who have reached a
recommended age for vaccination and thus received at least
one vaccine from a full vaccination course; total vaccination
coverage, i. e the proportion of individuals of all ages who have
received a full vaccination course; timeliness, i.e. the proportion
of children who received their vaccines on time, i. e. before
turning a certain age (see [31] for details). These reports are
then collected by Rospotrebnadzor (the Russian Federal
Service for Surveillance on Consumer Rights Protection and
Human Wellbeing) [32, 33], and immunization coverage data
get included into the Annual State Report [34].

This approach accounts for every country’s resident
who has received a vaccine, but does not account for those
who have not received it. First, to calculate the proportion of
vaccinated individuals, one should know the exact size of a
population subgroup, but healthcare facilities (HCFs) that
administer vaccines to their patients only have information about
those who are registered with the facility (the so-called census
population) [33]. Migration and failure to register with a local
practice render these data unrepresentative of the actual size of
different subpopulations in the society. Besides, in the absence
of a single unified database of electronic medical records,
information about vaccines administered to an individual is lost
once they move to a different area. Second, even the most
accurate estimates of patients vaccinated during the year are
not representative of the size of the population vaccinated at
any time point in their life. For example, the work by Tsvirkun [35]
reports the rates of measles vaccination coverage in children
from 1968 to 2013. In the late 1960s immunization coverage
was 30-50 %, by the end of the 1980s it had reached 75 %,
and by 2013 — 97 % to 98 %. In spite of seemingly inspiring
immunization coverage, mathematical modeling predicted [35]
that by the year 2014 the proportion of susceptible individuals
would be as high as 25.6 %. Of 74.4 % of immune individuals,
50 % were previously vaccinated, while other 24.4 % acquired
immunity after the disease. These figures differ drastically from
thresholds necessary for measles eradication [36-39].

Another example of vaccine preventable infection is hepatitis
B. The federal hepatitis B immunization program for newborns
was launched in Russia in 2001 [40, 41]. Unfortunately, details
on the immunization coverage in infants before the year 2010
have never been published, but between years 2010 and 2016
the rates were about 97 % [42]. By comparing these figures
to birth rates in that period (about 2 million births a year [43]),
one can assume that at least 14 million children have been
vaccinated against hepatitis B so far, accounting for 10 % of
the country’s population. But such high immunization coverage
does not provide any information about the total number of
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Russians who have received the vaccine by now. First, we do
not know how many people had become immune by 2001
(either through vaccination or after the disease) and how many
newborns were vaccinated between 2001 and 2009. Second,
there is only scarce data available on vaccinations between
2006 and 2008 [44, 45], arguing that 18.5 to 25 million adults,
teenagers and infants were vaccinated outside the immunization
schedule. These data are not sufficient to infer the number of
Russian residents who have already received a vaccine against
hepatitis B and/or have immunity to this disease.

Finally, vaccination does not always mean immunization [7,
10, 12]. Therefore, documented immunization coverage cannot
be regarded as a criterion to estimate herd immunity.

Analysis of infection incidence rates

Incidence is defined as a proportion of new cases of infection
within a period of time with respect to the total population
[46]. Every case gets listed in the expedited report No. 058/U
[47, 48] and in the statistical report Form 2 [27]. These forms
are sent over to Rospotrebnadzor [32, 33] for summarizing
and publishing [34]. Incidence rates are an objective criterion
for public health, which is determined, among other things, by
immunization coverage and effectiveness. However, incidence
rates cannot be used to measure herd immunity for a number
of reasons.

First, only new cases of infection are registered, specifically
in patients who decided to seek advice of a doctor. Therefore,
the actual incidence remains unknown. Moreover, a cohort
of patients who regularly visit a doctor may be absolutely
unrepresentative of the entire population [25].

Second, a number of infections require laboratory
confirmation for diagnosis. This diagnostic step is very likely to
be skipped if a local primary care facility is poorly equipped [49].
Good examples here are flu and acute viral respiratory infection.
According to the official statistics, in 2016 flu afflicted only 88.5
thousand Russians (0.06 % of the population), while AVRI of
unknown etiology — 31.7 million people (about 20 % of the
population) [34]. Similar incidence rates were reported earlier
[42, 50]. In contrast, as many as 22-29 million US residents
(7 % to 9 % of the population) were diagnosed with flu during
the non-epidemic season of 2015-2016 [51], while in Japan the
annual incidence of flu was 10-16 % in 2010-2014 [52-54].
A clear disparity between flu and AVRI incidences typical for
Russia is explained by the fact that AVRI can be diagnosed
based on the symptoms, while flu diagnosis requires laboratory
confirmation [55]. Flu is a vaccine-preventable infection, while
AVRIs are not; therefore, underreported flu incidence prevents
us from assessing the success of immunization programs.

Third, for some infections the number of new cases only
loosely correlates with their prevalence. For example, hepatitis
B is manifested either as a chronic or acute condition [56].
According to the official statistics, the incidence of acute
hepatitis B decreased from 141 cases per 100,000 people
in 1999 to 22.7 cases in 2016, which was largely due to the
immunization program for newborns and the successful war
on drugs [57, 58]. The total number of Russians infected with
hepatitis B was determined by screening various population
groups for the presence of HBsAg in the blood serum and
accounted for 2 % to 4 % of the population (3-6 million virus
carriers). This percentage seems to be stable over the years
[69-62] due to the epidemiological specifics of virus
dissemination [63]. The changing number of new registered
hepatitis B cases does not correlate with the actual incidence

of the infection in the population and is a poor marker of herd
immunity against this disease.

An important metric related to incidence is mortality;
however, in Russia the method used for calculating mortality
may distort the resulting data. WHO estimates that infections
account for 25 % of total deaths worldwide and for 10 % of
deaths in the developed countries [2]. But according to the
official statistics [43], between 2010 and 2014 only 1.7 % to
3.1 % of deaths were caused by infections in Russia [64]. The
reason is simple: many fatal tumors (especially gynecologic
cancers), gastrointestinal and cardio-vascular diseases are
caused by infections, but it is impossible to reliably identify the
cause of the disease in a person who dies of its complications
or co-morbidities [65]. This means that data on infection-
related deaths are inaccurate and cannot be used to estimate
herd immunity.

Seroepidemiological studies

In Russia, there is a state-supported system for serological
surveillance of vaccine-preventable infections in the target
populations [31, 33, 36], operating via regional centers for
hygiene and epidemiology of Rospotrebnadzor and core
research facilities [35, 55]. This system, however, is not
intended for studying herd immunity, but rather for investigating
resistance to a particular infection [67] in vaccinated individuals
representing differently aged sentinel populations [68].
This information is essential when assessing vaccination
effectiveness, but such type of surveillance does not allow
studying herd immunity of the entire country’s population.

A wealth of information could be provided by population
studies of prevalence of serological markers (including
antibodies to pathogens) conducted by research institutions on
their own initiative. Unfortunately, such studies are rare, carried
out in small populations, published in different journals, and do
not build a holistic picture of herd immunity in Russia.

Below are a few examples of such research works. The
study [69] demonstrated that only 60 % to 78 % of 300
Leningrad oblast residents (the proportion varied depending on
the age group) had antibodies to rubella. The samples used
in that work were collected back in 1995, before the state-
funded rubella vaccination program was launched in 2000 and
revaccination was made compulsory in 2002 [41]. Another
study of 779 samples obtained from St. Petersburg residents
in 2013 [70] demonstrated that only 82.1 % of individuals were
immune to rubella, indicating a weak effect of vaccination.

Data on the true prevalence of protective antibodies to
mumps directly correlate with immunization coverage rates.
Thus, according to State Research Center of Virology and
Biotechnology VECTOR (Novosibirsk, Russia [71]), by the year
2006 a total of 90-95 % of the population had been vaccinated
against mumps. The authors of [72] report that 97 % of 60
children examined in Novosibirsk at that time had antibodies to
mumps. The study [73] carried out in Moscow in 904 individuals
of different age revealed the presence of protective antibodies
in 93 % of the participants.

In another study of post-vaccination immunity against
hepatitis B conducted in 2013 in 970 residents of St.
Petersburg, 55 % of the population were shown to have
antibodies to HBsAg [74]. Interestingly, similar studies that used
samples obtained before national hepatitis B immunization
programs were launched (2001 [41]) yielded lower estimates of
herd immunity. Thus, [75, 76] demonstrate that only 19-52 %
of indigenous peoples of Siberia (sample sizes ranged from 194
to 657 individuals, samples were collected between 1993 and

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU



2002) have antibodies to HBsAg. Similar data were obtained
in another study [77] conducted in 302 Moscow residents in
2011-2013: antibodies to HBsAg were found in 20.9 % of the
participants. Considering that mean age of the participants
was 45.5 + 8.6 years, one could assume that unvaccinated
individuals prevailed in the sample. Based on the comparison
of these three works, an inference could be made that the
national hepatitis B immunization program is effective, if the
data were not coming from such diverse populations.

The aforementioned methods of studying herd immunity
in Russia cannot yield reliable results, even if they are used
in combination. There is a need for a new national system of
serological surveillance. But before elaborating on the issue, let
us have a look at how serological surveillance operates abroad.

International programs for seroepidemiological
surveillance and their results

To estimate immunization coverage, information systems
are being developed or already operating in the USA and
Europe, recording all administrations of vaccines to individuals.
According to the criteria set by the Centers for Disease Control
and Prevention [78], such systems:

—operate at the population level and are defined as
computerized confidential databases that keep track of all
vaccines and their doses administered by authorized providers
to the residents of the region;

— promptly provide consolidated
immunization history;

—aggregate vaccination data at the population level for
further use in epidemiological surveillance and public health
control, or for estimating immunization coverage and incidence
of vaccine-preventable infections.

In 2016 such systems were operating at the national level
in 10 European countries (Germany, Sweden, Netherlands,
Norway, and others); 5 countries had more than one
subnational surveillance system (UK, Austria, etc.); 6 countries
were launching pilot serosurveillance projects (France,
Bulgaria, etc.) [79]. The global immunization plan for 2015-
2020 describe these systems as “the integral part of a well-
functioning health system” [80]. But although they ensure an
accurate assessment of vaccination effectiveness, they falil
to estimate the actual herd immunity, because administration
of a vaccine does not necessarily lead to a successful
immunization. Discrepancy between documented and actual
vaccinations, imperfect tools for vaccine count and a few other
factors promote the need for subnational and national projects
aimed to study vaccine-induced immunity at the population
level by collecting information (demographics, life histories,
vaccination histories, etc.) and biosamples (blood). The
samples are stored in biobanks [81] and used for laboratory-
based seroepidemiological studies. The examples of national
programs for serosurveillance are given below.

One of the vastest nation-wide studies of population
immunity was conducted in the Netherlands and included
two stages: the first referred to as PIENTER 1 took place in
1995-1996, and the second (PIENTER 2) — in 2006-2007; the
project PIENTER 3 is ongoing. In the first stage 9,948 samples
of blood serum were collected and tested for the presence
of antibodies against 7 infections included in the national
immunization schedule at that time, namely diphtheria, tetanus,
measles, mumps, rubella and haemophilus influenzae type B
[82, 83]. Samples were also tested for serological markers of
hepatitis A, B and C (to detect chronic cases) and toxoplasmosis
[84-86]. Data obtained in the course of PIENTER 1 were

records of patient’s
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used to revise the national immunization plan; in the course
of PIENTER 2 the list of surveyed infections was expanded to
include meningococcal infection, human papillomavirus and
varicella. In the second stage 6,386 samples were tested for
the presence of 19 marker antibodies (for some pathogens
more than one marker was proposed) [5, 87]. Both PIENTER
1 and PIENTER 2 were vigorously discussed in academic
journals and national media, contributing to country’s authority
in the field of epidemiology.

In 2006 another study was conducted in Belgium aimed to
estimate the prevalence of markers of 5 vaccine-preventable
infections (measles, mumps, rubella, diphtheria and tetanus) in
3,974 samples. The study identified a few age groups with low
immunity; additional immunization was recommended for these
groups [88]. The data were confirmed by and supplemented
with findings of Belgian researchers who also studied pertussis
markers in 1,500 samples in 2012 [89, 20].

Between 2003 and 2006, another research study was
carried out in Germany: 13,900 samples of blood were
collected and tested for the presence of antibodies to measles,
mumps and rubella. Initially, the samples were intended to
be used in other public health programs [90]. So far, similar
projects have been launched in China, Japan, USA, Italy, and
other countries, signaling the significance of serosurveys. The
summary of national surveillance programs is given in Table 1.

Importantly, serological studies provide a possibility to update
herd immunity statistics in various social groups and regions,
revise immunization schedules, estimate the effectiveness
of immunization programs and the amount of vaccines and
diagnostic assays required for their implementation.

Routine vaccination ensures sufficient resistance to specific
pathogens but does not guarantee complete control over
infection outbreaks, calling for additional programs that would
cover particular age groups or regions at risk. Incident cases
of infection in a susceptible population may indicate the need
for vaccination, but it might be too late for the latter once an
epidemic breaks out. It is easy to lose control over the situation
if the infection has long been “forgotten”, which does not
mean that stable herd immunity has been fully established.
Epidemiological modeling based on serological surveillance is
a more reliable analytical tool [105]. For example, in response
to a diphtheria outbreak in Eastern Europe, a serological survey
was conducted revealing the lack of protective titers against
the anatoxin, and an additional course of vaccination was
proposed for the elderly population [1086].

Serological surveillance has been helping to keep measles at
bay in many countries, as it can identify the optimal vaccination
age for susceptible groups of population. In the UK in the
mid-1990s serological surveillance and mathematic modeling
used in combination predicted a measles epidemic [107,
108]. Subsequently, a vaccination campaign was launched
covering over 92 % of children aged 5 to 16 years. Further
surveillance revealed that although the campaign was, on the
whole, successful, it did not reduce susceptibility to measles in
preschool children. This evidence was sufficient to prove the
necessity of second dose administration of the MMR-vaccine
(Measles/Mumps/Rubella) as part of immunization routine. A
similar situation was observed in Australia [110, 111]. Those
examples prove the importance of serological surveillance for
maintaining herd immunity using vaccines with well-known
properties.

Examples of regular and timely revisions of national
immunization schedules inspired by seroepidemiological
studies in the Netherlands indicate that serosurveillance
has become an irreplaceable analytical tool [5]. Based on
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PIENTER 1 results, routine vaccination was introduced against
pneumococcal infection, the hepatitis B immunization schedule
was revised, the Infanrix-IPV + Hib vaccine was substituted
with Pedicacel, and a recombinant vaccine was proposed
instead of previously used separate vaccines (DT-IPV and aP
at the age of 4) [112]. All changes to immunization schedules
were assessed in the course of PIENTER 2. During PIENTER 2,
vaccines against meningococcal infection were introduced to
be administered at 14 months and 19 years (in parallel with
MMR), and a new vaccine against human papillomavirus was
proposed for girls at 12 years [5]. Effectiveness of new vaccines
and duration of vaccine-induced immunity can be estimated
by further serosurveillance. Studies of genotype composition
of circulating strains and their serotypes can also stimulate
development of new effective vaccines [113-115].

Laboratory techniques for studying herd immunity

Screening tests are an essential component of serological
surveillance, contributing to our understanding of herd immunity.
According to [68], the following diagnostic techniques are
employed by serological studies: the indirect hemagglutination
test (IHAT) for the detection of antibodies to measles virus,
diphtheria and tetanus anatoxins; the agglutination test (AT)
for the detection of pertussis agglutinins; the enzyme-linked
immunosorbent assay (ELISA) for the detection of antibodies to
measles, rubella, mumps, hepatitis B and pertussis; the tissue-
culture virus-neutralization test for the detection of antibodies
to polio. ELISA is a very common method for quantitative and
qualitative estimation of IgG antibodies in human blood serum.
However, it may not be the best option when a sample needs
to be tested for several different infections or when the number
of samples is too big, because each marker is analyzed in a
separate run. Therefore, large-scale serological studies of
vaccine effectiveness employ multiplex immunoassays (MIA)
capable of determining immunoglobulin antibodies to several
antigens in parallel. Advantageously, MIA can be performed on
very small serum samples (5 pL) [116], making this assay type
convenient for underage patients. Multiplex assays are also
very flexible as they can be expanded to incorporate additional
antigens [117].

There are a few commercial platforms for multiplexing.
Although the techniques and reagents for sample preparation
and marker detection employed by these systems are different,
all of them utilize polystyrene microsphere beads as solid
phase. One of the most popular diagnostic platforms is xXMAP
(Multiple Analyte Profiling). Its key component are polystyrene
beads internally labeled with different ratios of 2 to 3 spectrally
distinct fluorophores thus generating 50 to 500 unique bead
regions and subsequently combining the beads into a multiplex
assay [118].

Importantly, the majority of multiplex assays for
serosurveillance are in-house manufactured and optimized
for specific tasks. Designed to quantify blood serum IgG
antibodies to at least one pathogen, they have a capacity to
simultaneously work with up to 23 different antigens, such
as pneumococcal capsular polysaccharides [119]. Some
researchers propose their own multiplex platforms in order
to compare their performance with standard immunoassays,
evaluate their sensitivity, reproducibility and specificity. Others
seek to design a good diagnostic tool for serological surveillance
that would be capable of simultaneous detection of several
infections. For example, the Belgian team has proposed an
assay for measuring antibodies to diphtheria, tetanus and

pertussis to estimate herd immunity of Belgium residents to
these infections, compare the obtained data with previous
serological findings and decide whether this novel platform
can be used in large-scale research studies [20]. This assay
incorporates 5 antigens: diphtheria, tetanus and pertussis
toxins, filamentous hemagglutinin and pertactin, linked to the
surface of magnetic polystyrene beads [118]. Its performance
was tested using serum samples of Belgians aged 20-29.9
years; the assay was then validated using a different panel of
37 serum samples and compared with ELISA results. It was
discovered that 26.4 % of the participants had low levels of
antibodies to diphtheria toxin (below the protective threshold,
< 0.1 IU/ml). Susceptibility to tetanus was observed in 8.6 % of
cases. A good correlation was observed between the multiplex
and monoplex assays [20]. The multiplex assay results also
correlated well commercial ELISAs (Table 2). According to
FDA (Food and Drug Administration, USA) and EMA (European
Medicines Agencies, EC) guidelines, a validated assay for
antibody quantification is expected to demonstrate precision
of < 20 % coefficient of variance [120]. Therefore, we conclude
that results of an xMAP-based MIA are highly precise. Another
important characteristic of a diagnostic serological test is the
limit of detection (LOD) unique for each antigen in the multiplex.
LOD established for the described pentaplex assay was
sufficient for screening purposes (Table 2).

Another assay was proposed by Dutch researchers for the
detection of antibodies to the same 5 antigens [121]. Using
a small serum sample, the team attempted to assess how
reliable their assay was for serological diagnosis. It proved to
have a lower LLOQ (lower limit of quantitation) than ELISA:
0.00078 EU/ml vs. 2 AU/ml for the pertussis toxin, respectively,
and 0.00006 IU/ml vs. 0.01 IU/ml for the diphtheria toxin,
respectively [121]. But the correlation coefficient was quite high
(Table 3).

Specificity of each monoplex component of a multiplex
assay is often tested by conducting homologous and
heterologous inhibition experiments [116, 119-121]. The serum
sample containing high levels of IgG antibodies to all studied
infections is divided into aliquots whose number corresponds
to the number of antigens; then each aliquot is incubated
with one of the antigens. After preincubation, a suspension
of antigen-bead complexes containing all studied antigens is
added to the serum. Specificity of each monoplex is inferred
from the comparison with the unpreincubated control. It is
believed that the acceptable limit of detection (observed during
homologous inhibition test) is 80-120 % [120]. Specificity of a
multiplex assay created by Dutch researchers [121] proved to
be very high (Table 2). Its diagnostic characteristics were quite
good, and throughput capacity was remarkable; detection was
rapid, and the amount of samples and antigens required for the
analysis was minor.

Another innovative triplex assay was created by American
researchers for the detection of Corynebacterium diphtheriae,
Clostridium tetani and Haemophilus influenzae type b [122].
The assay incorporates three antigens: tetanus and diphtheria
toxoids and the capsular polysaccharide of H. influenzae
conjugated to human serum albumin (HbO-HA). It was designed
to measure immunogenicity of combined vaccines and was
used to reveal that 92.6 % of the studied serum samples
had protective levels of IgG antibodies to the tetanus toxoid
(= 0.1 IU/ML), 80.2 % — to the diphtheria toxoid (= 0.1 1U/ml)
and 39 % — to the capsular polysaccharide of H. influenzae.
Reference measurements were performed with ELISA. The
correlation between the two methods was strong (Table 2) both
for pre- and postvaccination samples [123].
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Of particular interest are multiplex assays for the detection
of antibodies to Streptococcus pneumoniae (Table 2). As a rule,
such assays incorporate a large variety of antigens ranging
from 9 [117] to 23 serotypes of the capsular polysaccharide
[119]. Reliable detection of pneumococcal polysaccharides
is more complicated resulting in a few assay modifications.
First, poly-L-lysin coating is used to ensure better coupling
of polysaccharide molecules to the polystyrene beads
surface,. Second, there is a need to exclude antibodies
specific to soluble pneumococcal cell wall polysaccharides
and polysaccharide C typical for non-capsular strains of
S. pneumoniae, because they do not confer immunity
against this pathogen. Therefore, solution used to dilute the
serum should contain absorbents - soluble polysaccharides
of the cell wall, including polysaccharide C and serotype
22F polysaccharide[117, 122]. The same modifications are
introduced to reference ELISAs, improving specificity of the
assay and revealing its actual sensitivity.

British researchers designed a multiplex assay for
quantification of IgG antibodies to polysaccharides of 9
S. pneumoniae serotypes. The assay was validated using the
standard reference serum 89-SF [117]. Then, the assay was
run on the serum samples of individuals who had and had not
been previously vaccinated against S. pneumoniae. ELISA was
used as a reference method. The original multiplex showed
the lack of interference between its monoplex components,
was sufficiently specific and sensitive, as required by FDA and
EMA: the coefficient of variance did not exceed 20 % (Table 2).
Besides, the multiplex proved to be stable after being stored
for 12 months at +4 °C, showing only a slight decrease in
fluorescence intensity by 10-19 %. The assay showed good
correlation with ELISA, therefore it might be a better option for
monitoring herd immunity against S. pneumoniae since it is
time-saving and capable of detecting antibodies to all antigens
contained in the vaccine.

An assay for detecting IgG antibodies to polysaccharides
of 13 pneumococcal serotypes was developed by a research
team from the Netherlands [124]. The assay was developed
to measure humoral immune response to a 7-valent conjugate
vaccine (PCV-7). Blood serum samples were collected from
PCV-7 prevaccinated infants at 2, 3 and 4 months of age
and at 11 months of age after booster vaccination. A few
nonvaccine polysaccharide serotypes were also incorporated
into the assay, revealing elevated levels of IgG antibodies to
nonvaccine serotype 6A, resulting from its cross-reactivity with
serotype 6B. Geometric mean concentrations of antibodies
measured by the original multiplex immunoassay were higher
than those measured by standard ELISA, but the coefficient
of correlation between the two assays was high (Table 2).
Differences between ELISA and MIA results suggest that
the established protective threshold of 0.35 pg/ml should be
reconsidered for the use in MIA and probably analyzed for each
serotype separately [124]. A similar study was conducted a
few years earlier in the USA (Table 2) [122]. An immunoassay
was designed to simultaneously detect antibodies to 14
pneumococcal polysaccharide serotypes. The assay was run
on the serum samples obtained before and after vaccination.
Specificity of the assay was tested by conducting homologous
and heterologous inhibition tests and turned out to be high
for all polysaccharide serotypes except for two closely
related serotypes 9N and 9V. However, with some serotypes
heterologous inhibition was as high as 50 %. Cross reactivity
could not be avoided by preincubation of serum samples
with pneumococcal polysaccharide C, but preadsorbtion with
polysaccharide serotype 22F considerably reduced the level of
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heterologous inhibition. The results obtained with ELISA and
MIA in this study were highly concordant.

The uniqueness of another assay designed to quantify
IgG antibodies to polysaccharides of S. pneumoniae lies
in its capacity to simultaneously detect immunoglobulins
to 23 polysaccharide serotypes (Table 2) [119]. Apart from
polysaccharide serotypes coupled to microsphere beads, the
assay incorporated an internal control — microspheres coupled
with cell wall polysaccharides of S. pneumoniae and the second
control — microspheres coupled with nonvaccine serotype
PnPS25 polysaccharide used to evaluate reproducibility of the
results, which is critical for pre- and post-vaccination studies.
The assay was validated using antipneumococcal standard
reference serum 89S-2 (FDA) containing IgG to pneumococcal
antigens extracted from the blood serum of individuals
vaccinated with a 23-valent vaccine against S. pneumoniae.
The ELISA and MIA results were highly correlated, while
homologous inhibition was observed for all serotypes except
for polysaccharide serotypes 2, 3 ,4, and 5 (no heterologous
inhibitions was observed for these serotypes either) [119].

Routine immunization against viral infections such as
measles, mumps, rubella and varicella is carried out in the
majority of WHO member states. Multiplex assays are also
available for measuring immune response to these pathogens.
In the study [116] native purified antigens coupled with
magnetic microspheres were used (Table 2). The assay was
run on 70 samples of human blood serum of vaccinated and
unvaccinated individuals. The researchers concluded that their
xMAP-based assay was highly specific and sensitive. Besides,
LLOQ was calculated for each analyte (Table 3) demonstrating
that the x-MAP-based assay was more sensitive to the studied
infections than ELISA.

Given their excellent diagnostic characteristics and cost-
effectiveness, multiplex assays should be used in large-scale
serological studies.

Promising methods for evaluation of
immunological memory

Although immunological techniques are becoming increasingly
common and provide a wealth of information for serological
surveillance, there is growing evidence indicating the need
for novel approaches [125]. Current techniques are unable to
evaluate the cell-mediated immunity and cannot be tailored to
identify infection markers in a particular cell population of interest.
They can also simultaneously detect only a few markers. New
approaches will have to account for the fundamental properties
of immunological memory and molecular features of pathogens.
Novel methods can lead to discovery of unknown properties
of the immune system or new interpretations of the already
known facts. Detection of specific antibodies is the primary
method of assessing immunological memory described in the
previous sections of the article. In this section we will speak
about the limitations of this approach and briefly analyze the
new methods employed by epidemiological studies.
Immunological memory is a dynamic parameter of the
adaptive immunity. It changes throughout a person’s life,
influenced by infections, vaccinations, microbiota composition
and lifestyle [125-128]. First, the ratio of native to immune
memory cells decreases with age, resulting in deteriorating
immunological memory characteristics [129-131]. The diversity
of adaptive immunity receptors in infancy is similar across
the population, but at older age differences become more
visible mirroring the events that have occurred in person’s
immune system throughout life [127, 128]. Compositions
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Table 1. Serological surveillance projects

Reference National program/ Country Infection Problem/objective Study duration Method Nur_n!_)er of
project participants
National
gﬂg:ﬁ;ﬂ'ggca' In 2013 high prevalence of of antibodies to In-house
[91] ) Japan Pertussis pertussis toxin was discovered in the adult 2013-2014 252
of Vaccine- opulation in Japan ELISA
Preventable pop pan.
Disease (NESVPD)
Vaccination against flu is recommended
for high-risk groups only. The objective of
[92] . Influenza A and B the program is to prove that nation-wide 294
Well-Child- vaccination against influenza A and B is
Care Program necessary for all children. .
of Ambulatory UAE 2014-2015 C°EJ‘§;°'E"
Healthcare m@ﬁfs’ ;?ttzg:’ To estimate prevalence of antibodies
Services 10618, P ’ in children to 9 vaccine-preventable
[93] diphtheria, tetanus, . . . . X A 227
. N R infections listed in the immunization
polio, varicella, Hib- schedule
infection :
To estlmate seroprgvalence of 1gGin Isra}ell 1,883 — before
population unvaccinated against hepatitis . N
Independent . . i . 1997-1998 Commercial vaccination
[94] . Israel Hepatitis A A and vaccinated after this infection was
serological study j - } - and 2011 ELISA 2,027 — 12 years
included into the immunization schedule o
; after vaccination
for infants.
DRC Demographic s(f;rl:r?:;z:gi;nsttr'n;uibn?ﬂ:uﬁi;;:on Commercial
[95] and Health Survey Congo Rubella inC 4 . 2013-2014 s 7195
(DHS) schedule in Congo. The study aims to ELISA
estimate the burden of the infection.
. To determine whether differences in the
Healthy Life In Human papillomavirus revalence of antibodies to high risk type
[96] an Urban Setting | Netherlands ' papl! prev ! cies 1o hig P 2011-2014 | In-house MIA 4637
infection papillomavirus are significant between
(HELIUS) f I~
men and women of different ethnicities.
To measure seroprevalence of pertussis in ~ 637 — in
The European ) adults residing in the countries with good 1996-1997 ESEN- 2012-2013;
Sero-Epidemiology Italy Pertussis o K and standardized .
vaccination coverage in the backdrop of 1,037 —in
Network (ESEN). ) . B 2012-2013 ELISA
increasing pertussis incidence. 1996-1997
The National To study seroprevalence of rubella in
Measles Case - Ethiopia in order to decide on the inclusion Commercial
Based Surveillance Ethiopia Rubella of rubella vaccine into the national 2009-2015 ELISA 17,066
System immunization schedule.
Two-dose vaccination against hepatitis A
Independent . . is an effective but costly procedure in the . Commercial
serological study Nicaragua Hepatitis A endemic areas. To estimate effectiveness 2003-2012 ELISA 130
of single-dose vaccination.
Independent Nation-wide serological study of immunity In-house
[100] serol?) ical stud Cambodia Tetanus against tetanus in Cambodian women 2012 ELISA and 2150
9 Y aged 15 to 39 years. MIA
To evaluate the national immunization 6,383 — after
[101] | PIENTER 2 Netherlands Diphtheria program against diphtheria; to compare 2006-2007 | In-house MIA vaccination;
its results with the previous project carried 1,518 — without
out 11 years ago. vaccination
Independent
serological study . o . To measure humoral immunity against Commercial
[102] under the aegis of China Pertussis, diphtheria diphtheria and pertussis in Beijing. 2012 ELISA 2147
Chinese CDC
Independent To measure humoral immunity against
serological study . . hepatitis B in a Chinese province in order Commercial
[103] under the aegis of China Hepatitis B to compare the effect of vaccination with 2012 ELISA 18207
Chinese CDC the results obtained 12 years ago.
National Health
and Nutrition . . .
[104] Examination USA Varicella ;ﬁ’ed:::g;‘égi segonggLe{:]cfg"gfg‘izré%ﬂ'a M1 1999-2004 D (':5"'2’?0000 16 683
Survey (NHANES | pop : P
and Ill)

of cell populations, as well as cytokine and immunoglobulin
profiles, are different between healthy people [125], shaped
by genetic factors, age, sex, gut microbiota, vaccination,
lifestyle, environment, season, and circadian rhythms. But little
is known about the impact of these factors on the qualitative
characteristics of immunity. There is an ongoing active search for
markers that can link qualitative and quantitative characteristics
of the immune system with the existing pathology or the risk of
its development [125].

The article [21] calls for the establishment of a world serology
bank and proposes to divide all pathogens into 4 groups. The

first group includes acute immunizing antigenically stable
pathogens (measles, rubella and smallpox). The second group
contains acute immunizing antigenically variable pathogens
(flu, invasive bacterial infections, dengue). The third group
comprises infections for which antibodies are not protective;
among those are tuberculosis, that induce different immune
response depending on the infection stage; malaria that triggers
production of several antibody types by infected red blood
cells; and HIV. The fourth group is the largest and includes
infections that do not induce sustained immune response or
trigger production of specific antibodies that, however, do not
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Randomization

Result

Three age groups: 4-7 years, 10-14 years, and 35 years, 84 individuals from 6 prefectures per
group. Participants’ personal data: sex, age, residential area and date of sample collection.

High seroprevalence of antibodies to pertussis toxin is not related to
vaccination but results from the disease in adult life.

Age range: 1.9 - 12.5.years, median age: 4.1 years. Participants: unvaccinated children without
acute or chronic conditions and regular medications.

Type A seronegative children — 77%; type B seronegative children - 59%. The
majority are susceptible to the infection, therefore routine vaccination can be
recommended for this age group.

Age range: 1.9-5.9 years. Participants: children vaccinated as recommended by the national
immunization schedule, without acute or chronic conditions and regular medications.

30% to 60% of children had low serum levels of antibodies to pertussis,
varicella and mumps. The national immunization program should be revised.

Serum samples provided by the bank were obtained from Israelis residing in all regions of the
country. Personal information available: sex, age (0-1.5; 1,6-4; 5-13; 14-19; 20-24; 25-34; 35-44;
45-54; 55-64; 65+ years), place of residence, date of blood collection, ethnicity (Jew or Arab).

Age-adjusted levels of HAV-antibodies increased from 47% to 67% and from
83% to 88% in Jews and Arabs, respectively. Low incidence rates of hepatitis
A is a result of vaccination against this infection

The study was conducted in infants between 0.5 and 4.9 years of age. Stratification was based
on age, sex, number of siblings, maternal age and education, residence. Additional personal
information available: vaccination history.

33% of children were IgG-positive for rubella.

Randomly selected 4 ,637 not vaccinated against HPV male and female residents of Amsterdam
aged 18 to 44 years stratified by ethnicity (Dutch, Surinamese, Ghanaian, Moroccan and Turkish).
The authors selected 20 participants per life year, in the age range from 18 to 44 years (=27 life
years).

Unlike men, seroprevalence of high risk type HPV was reliably different
between women of different ethnicities.

Results of the study of 637 serum samples obtained from different age groups (20-29, 30-39
and 60+ years) in 2012-2013 were compared to the results of the study of 1, 037 serum samples
collected between 1996 and 1997.

Increased circulation of pertussis causative agent in the Italian adult population
requires additional preventive strategies.

Serum samples were obtained from patients with suspicion of measles who were serologically
negative for this infection. Randomization was based on sex, age (< 1 year, 1-4, 5-9, 10-14, > 14
years) and residence.

Rubella is highly endemic in Ethiopia and is highly incident in children <10
years of age. Rubella Surveillance System is necessary to decide on the
inclusion of rubella vaccine into the national immunization schedule.

The study included children aged 1.7 — 17 years. Children were examined regularly during 7.5 years
after single-dose vaccination against hepatitis A. Data available: demographic and socio-economic
factors.

A single dose of HAV vaccine is sufficient for establishing long-term
immunological memory in children from areas with highly endemic hepatitis A.

The study was conducted in women aged 15 to 39 years, stratified into age groups with a 5-year
interval. The country was divided into 5 regional strata. Participants were randomly selected from
611 clusters in these regions.

Seroprevalence of tetanus in the studied population was 88%.

From each of 5 regions of the country, 8 municipalities were randomly selected with a probability
proportional to their size. From each of 40 municipalities 380 to 500 individuals were selected and
stratified by age (0, 1-4, 5-9, 10-14, ..., 75-79 years).

In spite of good vaccination coverage in general, the risk of diphtheria is high
in some geographically clustered communities whose residents are vaccine-
hesitant for religious reasons.

Age: from 3 months to 74 years. Stratification by sex, residence (locals or migrants), age (0-1, >
40 years, a 5-year interval for 1-40 years). Additional personal information available: vaccination
history.

50%-70% of adult population of Beijing have no protective antibodies against
diphtheria; the rate of antibodies to pertussis was <25% in all age groups
indicating a potential risk of the infection spread.

Age: from 1 to 14 years (< 5, 5-9 and 10-14 years). Stratification by economic development (high,
middle and low), 10 districts selected from each strata.

Prevalence of HBsAg and anti-HBc was 0.8 and 2.6%, respectively, in older
groups, while in participants aged < 0.5 years it was 0.5%. The number of
HBsAg-positive children decreased significantly due to the vaccination program
started 20 years ago.

Age: 6-49 years. Stratification by age, sex, poverty index, marital status and place of birth.

With age, seroprevalence of varicella increased in children and was uniformly
high in the adult population of the USA in 1999-2004.

confer immunity against this infection in the future. This group
includes intestinal infections and human papillomavirus.

The first group induces sustained humoral response leading
to production of protective antibodies. Detected in the sample,
these antibodies reliably indicate a past infection or vaccination.
With the second group, the presence of antibodies may confer
protection against future infection; the antibodies can also be
used in vaccine development and pandemic modeling. The
existing serological assays can measure the level of resistance
to both groups of infections. But they fail to identify whether
immunity was induced by vaccination or naturally by a disease

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU

[21, 132]. For example, the presence of anti-HBsAg and anti-
HBcore antibodies may indicate hepatitis B in the past, while
the presence of only anti-HBsAg antibodies indicates that the
person has been vaccinated [133]. Some infections may be
detected using special immunological markers added to a
vaccine [134]. The recombinant vaccine against tuberculosis
GamTBvac developed by the authors of this article makes use
of the response to the dextran-binding domain participating in
deposition onto the dextrane adjuvant [135].

Antibodies produced in response to infections included in
the third and fourth groups are not protective against future
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invasions of the same pathogens. However, they indicate a
current or past infection. Therefore, in the absence of reliable
markers of established immunity against these groups of
pathogens, serological findings can be used to assess
vaccination coverage in the population, given that vaccination
induces a long-lasting humoral response [21]. Discovery of
trustworthy markers of induced immunity would be beneficial
for epidemiological surveillance and could inspire development
of novel effective vaccines. Vaccines against pulmonary TB,
malaria and HIV are still nonexistent partly because no reliable
markers of immune protection have been discovered so far.
However, there are known cases of immunologically mediated
resistance to infections belonging to groups 3 and 4. Here the
absence of protective humoral response is explained by the
crucial role of cell-mediated immunity [21, 136].

Cell-mediated immunity can be measured using the
Interferon Gamma Release Assay (IGRA). This method is based
on measuring the level of interferon-gamma (IFN-g) production
by lymphocytes of whole blood or the PBMC-fraction
(subpopulation of peripheral blood mononuclear cells) exposed

Table 2. Analytical characteristics of multiplex assays for serological studies

to antigens [137]. IFNg levels are determined by ELISA. This
approach is widely used to confirm TB diagnosis and detect
other infections caused by intracellular pathogens (tularemia,
leishmaniasis, cytomegalovirus infection) [138]. Unfortunately,
the assay only indicates the presence of infection but does not
detect any markers of immunity against it.

A search for the markers of immunity against infection
can be aided by flow cytometry and its modification including
cell sorting. This method allows analyzing single cells using
fluorescently labeled antibodies and cell compartment markers
by measuring up to 30 parameters simultaneously in hundreds
of thousands and millions of cells [139]. This analysis yields a
wealth of reliable information about differentiation and properties
of cell subpopulations. The method can be used in routine
epidemiological surveillance if the need should arise to search
for immunity or sensitivity markers in particular cell populations.
Developers should make the protocol for this method as simple
as possible. There may be barriers hampering its introduction
into routine practice, such as strict requirements for working
with live cells. Using cell sorting by modified cytometers,

Reference Country Technology Pathogens Number of antigens Serur_n sample Reproducibility Limit of detection Correlation \anh
size, n ELISA, R
CV* for intra-assay 0.00024 — for
Measles virus variation within plate | measles virus, 0.053
xMAP Lo - o . 5%-14% — for mumps virus,
[116] Netherlands Luminex mumps virus, 4: native purified antigens 70 CV for intra-assay 0.00129 — for rubella 0.953-0.983
varicella zoster virus o :
variation between virus, 0.00024 — for
plates 12%-16% varicella virus
CV* for intra-assay 0.00031 — for DT*,
Bordetella pertussis, 5: diphtheria, tetanus variation within plate | 0.00035 — for TT*,
. xMAP Corynebacterium and pertussis toxins, 0.44%-2.47% 0.012 — for PT*,
Belgium Luminex diphtheriae, filamentous hemagglutinin 670 CV for intra-assay 0.032 — for FHA*, 0.89-0.98
Clostridium tetani and pertactin variation between 0.2 — for Prn* (all
plates 2.11%-2.67% | measured in mAU/ml)
14 polysaccharide
serotypes of S.
122] USA Lﬁm‘zx Sg:ﬁgg;;g"s pneumoniae: 1, 3, 4, 5, 50 Unpublished Unpublished 0.85-0.95
p 6B, 7F, 8, 9N, 9V, 12F, 14,
18C, 19F, and 23F
CV for intra-assay 0.00002 — for DT*,
Bordetella pertussis, 5: diphtheria, tetanus variation within plate | 0.00001 — for TT*,
xMAP Corynebacterium and pertussis toxins, - 7%-9% 0.26 — for PT*,0.10 — -
(121] Netherlands Luminex diphtheriae, filamentous hemagglutinin 28-70 CV for intra-assay for FHA*, 0.22 — for 0.948-0.984
Clostridium tetani and pertactin variation between Prn* (all measured in
plates 10%-13%, mAU/ml)
23 polysaccharide
serotypes of S. 0.90 for
pneumoniae:1, 2, 3, 4, Standard serotypes 1, 4,
[119] USA Lﬁxﬁzx S;’:ﬁffg;:g"s 5, 6B, 7F, 8, 9N, 9V, 10A, reference N/A N/A 5,68, 9V, 14,
P 11A, 12F, 14, 15B, 17F, serum 89S-2 16C, 19F and
18C, 19A, 19F, 20, 22F, 23F
23F and 33F
13 polysaccharide
BioPlex Streptococcus serotypes of S.
[124] Netherlands 100 negmoniae pneumoniae: 1, 3, 4, 5,6A, 188 N/A N/A N/A
(Bio-Rad) p 6B, 7F9V, 14, 18C, 19A,
19F, 23F
CV* for intra-assay
9 polysaccharide varlvatlon W|Ot/h|n plate
BioPlex | Streptococcus serotypes of S 5.2%-8.34%
[117] Great Britain N . oy 120 CV for intra-assay 32.3-109.7 pg/ml 0.91-0.96
(Bio-Rad) | pneumoniae pneumoniae: 1, 4, 5, 6B, variation between
9V, 14, 18C, 19F, 23F
plates
12.1%-19.2%
Corynebacterium 3: diphtheria 1ox0|ds,_
N . capsular polysaccharide
xMAP diphtheriae, of Haemophilus
[123] USA i Clostridium tetani, ; . 81 N/A N/A N/A
Luminex . influenzae, conjugated
Haemophilus .
influenzae Tun b with hgman serum
albumin (HbO-HA)

Note. CV — coefficient of variance, DT — diphtheria toxin, TT — tetanus toxin, PT — pertussis toxin, FHA — filamentous hemagglutinin, Prn — pertactin.
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targeted populations of cells can be separated and tested
for the presence of immunity markers by different techniques.
Sorted cells can be frozen and stored in the biobank until use.
Another promising method is based on estimating the
diversity of antibody producing T-lymphocyte [128] and
B-lymphocyte receptors by next-generation sequencing (NGS).
Diversity of receptors in cell subpopulations provides a wealth
of information about patient’s immunological memory, including
his/her medical history and the risks of possible infections in
the future. State-of-the-art techniques can show what types
of antibodies are produced by a particular person and what
linear epitopes his/her immunological memory recognizes.
Unfortunately, there is no way to identify specificity of all
receptors in total. Advances in bioinformatics, cybernetics,
artificial intelligence, machine learning, and large-scale studies
initiated to investigate correlations between a phenotype and
the variability of adaptive immunity receptor loci may provide the
answer. Among the disadvantages of NGS are labor-intensive
DNA-library preparations, high costs of the analysis, expensive
equipment, and the need for highly skilled professionals.
Information obtained with the abovementioned techniques
can be of great importance for fundamental immunology.
If discovered, novel immunity markers will be adapted for
use in simple diagnostic procedures, including multiplex
immunoassays [140], IGRA-tests, polymerase chain reaction
assays, flow cytometry [139] or mass spectrometry [141].

A proposal for a system of serological surveillance in
Russia, expenses and economic rationale

Based on the international expertise and the knowledge of
methods for studying herd immunity, we hereby propose a
system for serological surveillance in Russia according to the
principles mentioned in the first section of this article.

Surveillance should be performed by the Ministry of
Healthcare of the Russian Federation, Rospotrebnadzor or
another authorized agency capable of providing administrative
resources for the interaction with regional healthcare facilities
in order to facilitate sample collection. The following hierarchy
is proposed.

1. Sample collection. Regional healthcare ministries should
be invited to participate in sample collection, since it is in
their best interest to have access to reliable epidemiological
data; local healthcare facilities should be engaged considering
that samples should be obtained from healthy individuals.
At this stage participants are recruited, questionnaires filled
out, samples collected, processed (serum extraction) and
transported to the biobank.

2. Registration, certification and storage of samples in a
specialized national serum biobank [23]. The biobank is central
[142] to the surveillance system, because it a) accumulates
collected samples, aliquotes them and stores for a long period
of time under standard conditions; b) automatically processes
information about the samples, including the date and location
of sample collection, donor personal records, and study
results, which considerably reduces the probability of mistakes
during testing or result processing, increases reliability of the
obtained data, and allows automated receiving and processing
of serological statistics.

3. Laboratory screening of the obtained samples for the
presence of serological markers using multiplex ELISAs for
simultaneous quantification of tens of different markers in
a sample, which will reduce costs and time required for the
procedure. Authorized laboratories involved are expected to
have technical capacities to work with blood samples, which
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may contain group Il and IV biological agents, and to perform
culture-independent diagnostic tests for group Il biological
agents [143, 144].

4. Analytical center for data processing and epidemiological
prediction that will also present exhaustive information to public
healthcare or other agencies.

According to the international serological surveillance
projects, revision of immunization programs should rely on the
data obtained from 0.02-0.05 % of the country’s population
[5, 20, 87, 88, 90], which is 30-75 thousands of seemingly
healthy people in Russia. Study participants should give
their informed consent and complete the questionnaire form
providing information on their age, sex, socio-economic status,
residence, previous vaccinations, chronic infectious diseases,
and risk factors. Participants should be motivated by a modest
payment and a detailed feedback on their immunity status.

All samples should be stratified into cohorts of at least
500 individuals based on specific epidemiological parameters.
Cohorts over 500 individuals ensure accurate estimation
(confidence interval) of infection marker carriers proportion with
+ 5 % precision at the population level for the seroprevalence
of 40-60 %, and with + 2.5 % precision at the population level
for the seroprevalence of 90 % to 100 % (p < 0.05) [145], which
is sufficient for the analysis of herd immunity [88]. Stratification
should be primarily based on age. Vaccination schedules and
age-related changes of the adaptive immunity [146, 147], as
well as data obtained in the course of similar projects abroad
[148] suggest that stratification into groups should be based on
vaccination ages recommended by the national immunization
schedule [30]: children before 1, 2, 3, 4, 5, 6, 12, 15 and 18
months of age; before 2 years of age and older until the age of
11 years with 1-year interval; from 11 until 35 years of age with
3-year intervals; from 35 years of age with 5-year intervals (there
should be no less than 35 age groups in total each including
over 500 individuals). Because mass sample collection in
infants below 12 months of age is hampered by technical and
ethical difficulties, in the pilot stage of the project children can
be stratified based on the established decreed ages specified
in Form 6 [28]: before 12 months, before 2 years, with 1-year
intervals until the age of 18. This stratification approach will
help to estimate the actual number of immune members of
the population and to study effectiveness of immunization
programs in all age groups.

Ofimportance is territorial and socio-economic stratification.
We believe that the system of healthcare in Russia provides
equally effectives services (at least, as far as immunization
programs go) for all Russian residents regardless of their area
of residence or income. However, this supposition can only be
confirmed or disproved by serological surveillance. Besides it
should be remembered that endemicity of infection depends
on the climate zone and the economic status of the region,
thereby affecting local herd immunity. Stratification proposed
by the Russian Longitudinal Monitoring Survey (RLMS)
conducted between 1992 and 1998 [149] appears to be quite
adequate for our purposes. The entire territory of Russia was
divided into 10 geographical and 10 life quality strata. To ensure

Table 3. Correlation between MIA and ELISA results (Smits et al., [116])

Virus MIA LLOQ, mIU/ml ELISA LLOQ, mIU/ml
Measles 0.72 20
Rubella 3.86 3000
Varicella 0.71 660
Mumps 160 4000
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representativity of the sample (individuals registered with a local
healthcare facility and households), the method proposed in
the ESSE-RF study (2012-2014) [150] was used, similar to that
of NHANES (National Health and Nutrition Examination Survey
[151]). The authors of these works claim that their method is
well-established and suitable for big and diverse populations.

The range of serological markers should be defined. We
recommend including in the surveillance all vaccine-preventable
infections listed in the national immunization schedule. This
list contains 23 infections. Because of seasonal mutations,
a separate method should be elaborated for flu strains
[152, 153] and tuberculosis, because the presence of IgG
antibodies in blood does not indicate protection against
these infections [135]. We also recommend using ELISA as a
diagnostic tool.

Ideally, cross-sectional studies [25] of herd immunity at a
particular time point at the population level should be conducted
on a regular basis, once every 6 or 7 years, because this
interval is sufficient to establish a stable immunity to vaccine-
preventable infections or infections in general [31, 146, 154]
and indicates succession of “immune generations”.

According to our estimates, one round of serological
surveillance in 10 pilot regions (30,000 samples, 30 antibodies)
will cost 300 million rubles, including 62 million rubles for
sample collection (payments to participants and medical
personnel involved, expenses on consumables and paper
work); 23 million rubles for modernization of regional centers
for sample collection and preparation; 16 million rubles for
transportation; 99 million rubles for multiplex immunoassays;
100 million rubles for expenses on analytical centers (biobank
stewardship, equipment, paychecks, administrative costs). We
believe that long-term results of serological surveillance will
justify expenditures of the state.

Economic effect from serological surveillance can be
expected to emerge after additional vaccination of susceptible
population groups as the economic burden caused by
consequences of vaccine-preventable diseases will decrease.
A method to assess this type of burden was proposed by
the experts of the Central Research Institute of Epidemiology
[155, 156]. According to [34, 50], the state loses a total of

References

1. Sheerin D, Openshaw PJ, Pollard AJ. Issues in vaccinology:
Present challenges and future directions. Eur J Immunol. 2017
Sep 1. DOI: 10.1002/6ji.201746942.

2. World Health Organization [Internet]. Geneva, Switzerland:
c2017- [cited 2017 Sep] The top 10 causes of death. Fact
sheet 2015. Available from: http://www.who.int/mediacentre/
factsheets/fs310/ru/index1.html

3. World Health Organization. Global Tuberculosis Report 2016. 21th
ed. France: World Health Organisation; 2016. Available from: http://
apps.who.int/iris/bitstream/10665/250441/1/9789241565394-
eng.pdf

4. who.int[Internet]. Geneva, Switzerland: World Health Organization;
¢c2017- [cited 2017 Sep]. Available from: http://www.who.int/ru/

5. van der Klis FR, Mollema L, Berbers GA, de Melker HE,
Coutinho RA. Second national serum bank for population-based
seroprevalence studies in the Netherlands. Neth J Med. 2009;
Jul-Aug; 67 (7): 301-8.

6.  De Melker HE, Conyn-Van Spaendonck MAE. Immunosurveillance
and the evaluation of national immunization programmes: a
population-based approach. Epidemiol Infect. 1998; 121 (3):
637-43. DOI: 10.1017/50950268898001587.

7. Cesaro S, Giacchino M, Fioredda F, Barone A, Battisti L,
Bezzio S et al. Guidelines on vaccinations in paediatric
haematology and oncology patients. Biomed Res Int. 2014:

6 billion rubles as a result of infections that can be prevented by
vaccination (pertussis, measles, mumps, tetanus, diphtheria,
rubella, acute hepatitis B, hepatitis A, brucellosis, tularemia,
typhoid fever, rabies, hemorrhagic fevers, including tick-borne
encephalitis and yellow fever). Strong herd immunity against
these infections aided by additional vaccination of susceptible
population groups will be economically beneficial. In this light,
300 million rubles appear to be a reasonable cost, even if
additional vaccinations will be necessary. The ratio of expenses
to the long-term beneficial economic effect is estimated
between 1 : 5.7 and 1 : 14.4 [157], rendering vaccination
programs economically justifiable.

CONCLUSION

Increasingly intricate immunization schedules, migration,
ageing, and vaccine hesitancy call for the need to introduce
a system for population-wide serological surveillance capable
of estimating herd immunity against infections and identify
susceptible population groups. This system will help to update
statistics on herd immunity in different social groups and
regions, revise the national immunization schedule, calculate
the amount of vaccines, diagnostic tools and efforts required
for protecting the nation against infections, as described in [23].

Current methods applied in the studies of herd immunity are
not comprehensive and cannot be used as reliable prognostic
tools: data on vaccination coverage and infection incidence are
often unrepresentative of the entire country’s population and
the serological studies are too few, limited to a certain area and
contradict the basic principles of serosurveillance (adequate
coverage, continuity and homogeneity of data).

The effective system for serological surveillance should
include collection of samples representative of the studied
population, establishing biobanks of serum, DNA, RNA and cell
samples, development of screening tests for the immunological
memory qualitative assessment and epidemiological modeling
based on the data on herd immunity. A surveillance system
is crucial for developing a wise vaccination strategy and
ensuring protection against biological threats guaranteed by
the Constitution of the Russian Federation.

707691. DOI: 10.1155/2014/707691.

8. Xu GJ, Kula T, Xu Q, Li MZ, Vernon SD, Ndung'u T et al. Viral
immunology. Comprehensive serological profiing of human
populations using a synthetic human virome. Science. 2015 Jun
5; 348 (6239): aaa0698. DOI: 10.1126/science.aaa0698.

9. Wolfe RM. Update on adult immunizations. J Am Board
Fam Med. 2012 Jul-Aug; 25(4): 496-510. DOIl: 10.3122/
jabfm.2012.04.100274.

10. Fine P, Eames K, Heymann DL. "Herd immunity": A rough guide.
Clin Infect Dis. 2011 Apri; 52 (7): 911-6. DOI: 10.1093/cid/
cir007.

11. Martin V, Bryan Wu YC, Kipling D, Dunn-Walters D. Ageing of the
B-cell repertoire. Philos Trans R Soc Lond B Biol Sci. 2015 Sep 5;
370 (1676). pii: 20140237. DOI: 10.1098/rsth.2014.0237.

12. Chao DL, Dimitrov DT. Seasonality and the effectiveness of mass
vaccination. Math Biosci Eng. 2016 Apr 1; 13 (2): 249-59. DOI:
10.3934/mbe.2015001.

13. Wilson SE, Deeks SL, Hatchette TF, Crowcroft NS. The role of
seroepidemiology in the comprehensive surveillance of vaccine-
preventable diseases. CMAJ. 2012 Jan 10; 184 (1): E70-6. DOI:
10.1503/cmaj.110506.

14. Kotok A. Besposhchadnaya immunizatsiya. Moscow: Izd-vo
«Gomeopaticheskaya Meditsina»; 2004. 448 p. Russian.

15.  Mikhail Gel'fand. V voprose vaktsinatsii gosudarstvo dolzhno vesti

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU



REVIEW | IMMUNOLOGIC MEMORY

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

sebya kak prosveshchennyy diktator. Snob [Internet]. 2017 Sep
19. Available from: https://snob.ru/selected/entry/129150?utm_
source=push&utm_medium=push_notification&utm_campaign
=breaking&utm_content=article

Mats AN. [Information for physicians of the anti-vaccination
movement and its myth in mass media)]. Pediatric Pharmacology.
2009; 6 (6): 12-35. Russian.

World Health Organization [Internet]. Geneva, Switzerland: c2017-
[cited 2017 Sep]. Questions and answers on immunization and
vaccine safety. Online Q8A. 2016 March. Available from: http://
www.who.int/features/qa/84/ru/. Russian.

Bocquier A, Ward J, Raude J, Peretti-Watel P, Verger P.
Socioeconomic differences in childhood vaccination in developed
countries: a systematic review of quantitative studies. Expert Rev
Vaccines. 2017. DOI: 10.1080/14760584.2017.1381020. Epub
2017 Sep 21.

Schoeppe J, Cheadle A, Melton M, Faubion T, Miler C,
Matthys J et al. The Immunity Community: A Community
Engagement Strategy for Reducing Vaccine Hesitancy.
Health Promot Pract. 2017 Sep; 18 (5): 654-61. DOI:
10.1177/15248399176973083.

Caboré RN, Piérard D, Huygen K. A Belgian Serosurveillance/
Seroprevalence Study of Diphtheria, Tetanus and Pertussis Using
a Luminex xMAP Technology-Based Pentaplex. Vaccines (Basel).
2016 May 10; 4 (2). pii: E16. DOI: 10.3390/vaccines4020016.
Metcalf CJ, Farrar J, Cutts FT, Basta NE, Graham AL,
Lessler J et al. Use of serological surveys to generate key insights
into the changing global landscape of infectious disease. Lancet.
2016 Aug 13; 388 (10045): 728-30. DOI: 10.1016/S0140-
6736(16)30164-7.

Giammanco A, Chiarini A, Stroffolini T, De Mattia D,
Chiaramonte M, Moschen ME, et al. Seroepidemiology of
pertussis in Italy. Rev Infect Dis. 1991 Nov-Dec; 13 (6): 1216-20.
Osnovy gosudarstvennoy politiki v oblasti obespecheniya
khimicheskoy i biologicheskoy bezopasnosti Rossiyskoy
Federatsii na period do 2025 goda i dal'neyshuyu perspektivu
(approves by the President of the Russian Federation, 2013 Nov
1, no. Pr-2573). Russian.

Decree of the Government of the Russian Federation from
15.12.2014 no. 2561-r “Ob utverzhdenii kontseptsii federal'noy
tselevoy programmy “Natsional'naya sistema khimicheskoy i
biologicheskoy bezopasnosti Rossiyskoy Federatsii (2015-2020
gody)”. Russian.

Fletcher R, Fletcher S, Vagner E. Klinicheskaya epidemiologiya:
Osnovy dokazatel'noy meditsiny. Moscow: Media-Sfera; 1998.
346 p. Russian.

Pokrovskiy VI, Briko NI. Epidemiologiya. Uchebnik. Moscow:
GEOTAR-Media; 2016. 368 p. Russian.

Order of the Federal Agency of Statistics of the Russian Federation
from 28.01.2014 no. 52 “Ob utverzhdenii statisticheskogo
instrumentariya dlya organizatsii Federal'noy sluzhboy po nadzoru
v sfere zashchity prav potrebiteley i blagopoluchiya cheloveka
federal'nogo statisticheskogo nablyudeniya za zabolevaemost'yu
naseleniya infektsionnymi i parazitarnymi  boleznyami i
profilakticheskimi privivkami”. Russian.

Order of the Federal Agency of Statistics of the Russian Federation
from 16.09.2016 no. 518 “Ob utverzhdenii statisticheskogo
instrumentariya dlya organizatsii Federal'noy sluzhboy po nadzoru
v sfere zashchity prav potrebiteley i blagopoluchiya cheloveka
federal'nogo statisticheskogo nablyudeniya za profilakticheskimi
privivkami protiv infektsionnykh zabolevaniy”. Russian.

Federal law from 17.09.1998 no. 157-FZ “Ob immunoprofilaktike
infektsionnykh bolezney” (edition from 19.12.2016). Russian.
Order of the Ministry of Health of the Russian Federation from
21.03.2014 no. 125n “Ob utverzhdenii natsional'nogo kalendarya
profilakticheskikh privivok i kalendarya profilakticheskikh privivok
po epidemicheskim pokazaniyam” (with changes on 13.04.2017).
Russian.

Briko NI. [Assessment of immunoprophylaxis quality and
efficiency]. Lechashchiy vrach [Internet]. 2012; (10). Available
from: https://www.lvrach.ru/2012/10/15435557/. Russian.
Decree of the Government of the Russian Federation from
30.06.2004 Ne 322 “Ob utverzhdenii Polozheniya o Federal'noy

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

45.

46.

47.

sluzhbe po nadzoru v sfere zashchity prav potrebiteley i
blagopoluchiya cheloveka” (edition from 24.01.2017, with
supplements). Russian.

Sanitary and Epidemiological Rules SP 3.3.2367-08 “Organizatsiya
immunoprofilaktiki  infektsionnykh bolezney”. Approved with
Decree of the Chief Sanitary Officer of the Russian Federation
from 04.06.2008 no. 34. Implemented from 01.09.2008. Russian.
O sostoyanii  sanitarno-epidemiologicheskogo blagopoluchiya
naseleniya v Rossiyskoy Federatsii v 2016 godu: Gosudarstvennyy
doklad. Moscow: Federal'naya sluzhba po nadzoru v sfere
zashchity prav potrebiteley i blagopoluchiya cheloveka; 2017.
220 p. Russian.

Tsvirkun OV. Epidemicheskiy protsess kori v razlichnye periody
vaktsinoprofilaktiki  [dissertation]. Moscow, Russia: Central
Research Institute of Epidemiology; 2014. Russian.

Sanitary and Epidemiological Rules SP 3.1.2952-11 “Profilaktika
kori, krasnukhi i epidemicheskogo parotita”. Approved with
Decree of the Chief Sanitary Officer of the Russian Federation
from 28.07.2011 no. 108. Russian.

Watson JC, Hadler SC, Dykewicz CA, Reef S, Phillips L. Measles,
mumps and rubella — vaccine use and strategies for elimination of
measles, rubella, and congenital rubella and control of mumps;
recommendations of the Advisory Committee on Immunization
Practices (ACIP). MMWR Recomm Rep. 1998 May 22; 47 (RR-8):
1-57.

McLean HQ, Fiebelkorn AP, Temte JL, Wallace GS; Centers for
Disease Control and Prevention. Prevention of measles, rubella,
congenital rubella syndrome, and mumps, 2013: summary
recommendations of the Advisory Committee on Immunization
Practices (ACIP). MMWR Recomm Rep. 2013 Jun 14; 62 (RR-
04): 1-34.

World Health Organization. Europe launches plan for accelerated
action to eliminate measles and rubella. Copenhagen, Denmark:
WHO Regional Office for Europe; 2013. Available from: http://
www.euro.who.int/en/health-topics/communicable-diseases/
measles-andrubella/news/news/2013/09/whoeurope-launches-
plan-for-accelerated-action-toeliminate-measles-and-rubella
Order of the Ministry of Health of the Russian Federation from
03.06.1996 no. 226/79 “O vvedenii profilakticheskix privivok
protiv gepatita V. Russian.

Order of the Ministry of Health of the Russian Federation from
27.06.2001 no. 229 “O natsional'nom kalendare profilakticheskikh
privivok i kalendare profilakticheskikh privivok po epidemicheskim
pokazaniyam”. Russian.

O sostoyanii  sanitarno-epidemiologicheskogo blagopoluchiya
naseleniya v Rossiyskoy Federatsii v 2012 godu: Gosudarstvennyy
doklad. Moscow: Federal'naya sluzhba po nadzoru v sfere
zashchity prav potrebiteley i blagopoluchiya cheloveka; 2013.
176 p. Russian.

Demograficheskiy ezhegodnik Rossii 2015. Stat. sb. Moscow:
Rosstat; 2015. 263 p. Russian.

Povestka soveshchaniya “Ob itogakh realizatsii prioritetnogo
natsional'nogo proekta v sfere zdravookhraneniya v 2007 godu
i khode realizatsii v 2008 godu” ot 14 iyulya 2008 goda. Protokol
celektornogo soveshchaniya u Rukovoditelya Federal'noy sluzhby
po nadzoru v sfere zashchity prav potrebiteley i blagopoluchiya
cheloveka, Glavnogo gosudarstvennogo sanitarnogo vracha
Rossiyskoy Federatsii G. G. Onishchenko. Epidemiologiya i
vaktsinoprofilaktika. 2008; 4 (41): 32—4. Russian.

Onishchenko GG, Merkulov IV, Petrov EYu, Zhelobov VE,
Shevchuk NA, Seledtsova OV. O khode immunizatsii naseleniya
v ramkakh natsional'nogo kalendarya profilakticheskikh privivok.
Protokol selektornogo soveshchaniya u rukovoditelya Federal'noy
sluzhby po nadzoru v sfere zashchity prav potrebiteley i
blagopoluchiya cheloveka (Protokol no. 13 ot 20.07.2010).
Russian.

Statisticheskiy —uchet i otchetnost' uchrezhdeniy
zdravookhraneniya. Moscow: Ministerstvo zdravookhraneniya i
sotsial'nogo razvitiya Rossiyskoy Federatsii; 2006. 81 p. Russian.
Form no. 058/u “Ekstrennoe izveshchenie ob infektsionnom
zabolevanii, pishchevom, ostrom professional'nom otravienii,
neobychnoy reaktsii na privivku”. Approved with Order of the
Ministry of Healths of USSR from 04.10.80 no. 1030 (edition



48.

49.

50.

51.

52.

53.

54,

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

OB30P | UMMYHOJ1I0I NHECKASA MAMATb

from 31.12.2002) “Ob utverzhdenii form pervichnoy meditsinskoy
dokumentatsii uchrezhdeniy zdravookhraneniya”. Russian.

O pravomochnosti deystviya prikaza Minzdrava SSSR ot 4
oktyabrya 1980 goda no. 1030 “Ob utverzhdenii form pervichnoy
meditsinskoy dokumentatsii uchrezhdeniy zdravookhraneniya”.
Letter of the Ministry of Health and Social Development of the
Russian Federation from 30.11.2009 no. 14-6/242888. Russian.
Kishkun AA, Arsenin SL. Osnovnye napravleniya reformirovaniya
laboratornoy sluzhby Rossii. Meditsinskiy alfavit. 2011; 4: 4-10.
Russian.

O sostoyanii  sanitarno-epidemiologicheskogo blagopoluchiya
naseleniya v Rossiyskoy Federatsii v 2015 godu: Gosudarstvennyy
doklad. Moscow: Federal'naya sluzhba po nadzoru v sfere
zashchity prav potrebiteley i blagopoluchiya cheloveka; 2016. 200
p. Russian.

Rolfes MA, Foppa IM, Garg S, Flannery B, Brammer L,
Singleton JA et al. Estimated Influenza llinesses, Medical Visits,
Hospitalizations, and Deaths Averted by Vaccination in the United
States. Centers for Disease Control and Prevention [Internet].
[updated 2017 Apr 19] Available from: https://www.cdc.gov/flu/
about/disease/2015-16.htm

Nakamura Y, Sugawara T, Kawanohara H, Ohkusa Y, Kamei M,
Qishi K. Evaluation of estimated number of influenza patients
from national sentinel surveillance using the national database of
electronic medical claims. Jpn J Infect Dis. 2015; 68 (1): 27-9.
DOI: 10.7883/yoken.JJID.2014.092.

Murakami Y, Hashimoto S, Kawado M, Ohta A, Taniguchi K,
Sunagawa T, et al. Estimated number of patients with influenza
A(H1)pdm09, or other viral types, from 2010 to 2014 in Japan.
PLoS One. 2016; 11 (1): e0146520. DOI: 10.1371/journal.
pone.0146520.

Zaraket H, Saito R. Japanese Surveillance Systems and Treatment
for Influenza. Curr Treat Options Infect Dis. 2016; 8 (4): 311-28.
DOI: 10.1007/s40506-016-0085-5.

Sanitary and Epidemiological Rules SP 3.1.2.3117-13 “Profilaktika
grippa i drugikh ostrykh respiratornykh virusnykh infektsiy”.
Approved with Decree of the Chief Sanitary Officer of the Russian
Federation from 18.11.2013 no. 63. Russian.

Hyams K.C. Risks of chronicity following acute hepatitis B virus
infection: a review. Clin Infect Dis. 1995; 20 (4): 992-1000.
Methodic Guide MU 3.1.2792-10 «3.1. Profilaktika infektsionnykh
bolezney. Epidemiologicheskiy nadzor za gepatitom B». Approved
and implemented by the Chief Sanitary Officer of the Russian
Federation from 2010 Dec 20. Russian.

World Health Organization [Internet]. Geneva, Switzerland:
c2017- [cited 2017 Sep] Global'naya strategiya sektora
zdravookhraneniya po virusnomu gepatitu 2016-2021. Na puti
k likvidatsii virusnogo gepatita. VOZ, iyun' 2016. Available from:
http://apps.who.int/iris/bitstream/10665/250042/1/WHO-HIV-
2016.06-rus.pdf. Russian.

VWazov SO, Kompaniets AA, Anan'ev VA, Listovskaya EK,
Dardik FG, Pirozhkova ZP. Vyyavlenie HBsAg anti-HBs u
zdorovogo naseleniya razlichnykh gorodov SSSR. Voprosy
virusologii. 1985; 2: 231-3. Russian.

Somova AV, Golosova TV, Margolina AN, Bagryantseva SYu.
Serodiagnostika virusnykh gepatitov C i B sredi razlichnykh grupp
naseleniya. Voprosy virusologii. 1992; 4: 105-7. Russian.
Shakhgil'dyan IV, Mikhaylov MI, Onishchenko GG. Parenteral'nye
virusnye gepatity (epidemiologiya, diagnostika, profilaktika).
Moscow: GOU VUNMTs; 2003. 384 p. Russian.

Manuilov VA, Osipova LP, Netesova IG, Chub EV, Bezuglova LV,
Norder H et al. [Prevalence of HBsAg and genotypes of native
population groups of Siberia]. Molekulyarnaya genetika,
mikrobiologiya i virusologiya. 2015; 1: 28-35. Russian.

Ray Kim W. Epidemiology of Hepatitis B in the United States.
Hepatology. 2009; 49 (5): 28-34.

International Classifications of Diseases, 10th Revision, 1989.
Recommended for use in the Russian Federation with instruction
“Instruktsiya po ispol'zovaniyu Mezhdunarodnoy statisticheskoy
klassifikatsii bolezney i problem, svyazannykh so zdorov'em,
desyatogo peresmotra (dlya pol'zuyushchegosya MKB-10)”
(approved by the Ministry of Health of the Russian Federation
from 25.05.1998 no. 2000/52-98). Russian.

65.

66.

67.

68.

69.

70.

71.

72.

73.

74.

75.

76.

77.

78.

79.

80.

81.

82.

Rukovodstvo po kodirovaniyu prichin smerti. Moscow: TsNIIOIZ;
2008. 74 p. Russian.

Order of the Ministry of Health of the Russian Federation from
21.03.2003 no. 117 "O realizatsii "Programmy likvidatsii kori v
rossiyskoy federatsii k 2010 godu" (s prilozheniyami). Russian.
Petrovskiy BV. Entsiklopedicheskiy slovar' meditsinskikh terminov.
Moscow: Izd-vo “Sovetskaya Entsiklopediya”; 1984. 1591 p.
Russian.

Methodic Guide MU 3.1.2943-11 “Organizatsiya i provedenie
serologicheskogo ~ monitoringa  sostoyaniya  kollektivnogo
immuniteta  k  infektsiyam, upravlyaemym  sredstvami
spetsificheskoy profilaktiki (difteriya, stolbnyak, koklyush, kor',
krasnukha, epidemicheskiy parotit, poliomielit, gepatit B)".
Approved and implemented by the Chief Sanitary Officer of the
Russian Federation from 15.07.2011. Russian.

Odland JO, Sergejeva IV, Ivaneev MD, Jensen IP, Stray-
Pedersen B. Seropositivity of cytomegalovirus, parvovirus and
rubella in pregnant women and recurrent aborters in Leningrad
County, Russia. Acta Obstet Gynecol Scand. 2001 Nov; 80 (11):
1025-9.

Grigor'eva TD, Belopol'skaya MA, Vashukova SS, Makarova NG,
Andreeva NV. [Features of laboratory tests for diagnosis of rubella
in pregnant women]. Zhurnal infektologii, 2014; 6 (3): 44-50.
Russian.

Agafonov AP, editor. Epidemicheskiy parotit. Sovremennye
predstavieniya o vozbuditele, klinika, diagnostika, profilaktika.
Novosibirsk: Mediko-biologicheskiy Soyuz; 2007. 82 p. Russian.
Otrashevskaya EV, Krasil'nikov IV, Ignat'ev GM. [Investigation
of genotype-specific serum neutralizing activity in children and
adolescents immunized with Russian mumps vaccine]. Voprosy
virusologii. 2010; 55 (6):15-9. Russian.

Kontarova E.O. Effektivnost' vaktsinoprofilaktiki epidemicheskogo
parotita na ryade territoriy Rossiyskoy Federatsii [dissertatsiyal.
Moscow, Russia: Chumakov Research Center for Poliomyelitis
and Viral Encephalitis; 2013. Russian.

Mukomolov SL, Bolsun DD, Krasnyakov VK, Levakova IA,
Gribanov AYu et al. [Frequency of antibodies against surface
and nuclear antigens of hepatitis B virus in population of St.
Petersburg in 2013]. Journal of Microbiology, Epidemiology and
Immunobiology. 2014; 5: 43-9. Russian.

Netesova |G, Swenson PD, Osipova LP, Gubina MA,
Posukh OL, Netesov SV. Determination of HBsAg subtypes in
Western Siberian part of Russia. J Med Virol. 2003; 71: 183-7.
Manuilov VA, Netesova |G, Osipova LP, Shustov AV, Bayandin RB,
Kochneva GV et al. [Genetic variability of hepatitis B virus isolates
among population of Shuryshkarsky district of Yamal-Nenets
autonomous region]. Molekulyarnaya genetika, mikrobiologiya i
virusologiya. 2005; 4: 30-34. Russian.

Semenenko TA, Zubkin ML, Yarosh LV, Chervinko VI, Frolova NF,
Suslov AP. [Latent hepatitis B and mutant forms hepatitis B virus
in kidney transplant recipients with chronic liver diseases]. 2016;
14 (3): 6-13. DOI: 10.20953/1729-9225-2016-3-6-13. Russian.
Centers for Disease Control Prevention (CDC) [Internet]. Atlanta,
GA: CDC [cited 2017 Sep]. Immunization Information Systems
(IIS). Available from: https://www.cdc.gov/vaccines/programs/iis/
index.html

Derrough T, Olsson K, Gianfredi V, Simondon F, Heibel H,
Danielsson N, et.al. Immunisation Information Systems — useful
tools for monitoring vaccination programmes in EU/EEA countries,
2016. Euro Surveill. 2017; 22 (17): 5-15. DOI: 10.2807/1560-
7917.ES.2017.22.17.30519.

World Health Organisation. European Vaccine Action Plan 2015-
2020. Geneva, Switzerland: WHO [cites 2017 Sep]. Available from:
http://www.euro.who.int/__data/assets/pdf_file/0007/255679/
WHO_EVAP_UK_v30_WEBX.pdf?ua=1

Karimi-Busheri F. editor. Biobanking in the 21st Century. Advances
in Experimental Medicine and Biology 864. Springer; 2015. DOI:
10.1007/978-3-319-20579-3.

Van den Hof S, de Melker HE, Berbers GA, der Kraak PH,
Spaendonck MA. Antibodies to Haemophilus influenzae serotype
b in the Netherlands a few years after the introduction of
routine vaccination. Clin Infect Dis. 2001 Jan; 32 (1): 2-8. DOI:
10.1086/317538.

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU



REVIEW | IMMUNOLOGIC MEMORY

83.

84.

85.

86.

87.

88.

89.

90.

91.

92.

93.

94.

de Melker HE, van den Hof S, Berbers GA, Conyn-van Spaendonck
MA. Evaluation of the national immunisation programme in the
Netherlands: immunity to diphtheria, tetanus, poliomyelitis,
measles, mumps, rubella and Haemophilus influenzae type b.
Vaccine. 2003 Jan 30; 21 (7-8): 716-20.

Veldhuijzen IK, Conyn-van Spaendonck MA, Dorigo-Zetsma JW.
Seroprevalentie van hepatitis B en C in de Nederlandse bevolking.
Infectieziekten Bull. 1999; 10: 182-4.

Termorshuizen F, Dorigo-Zetsma JW, de Melker HE, van den
Hof S, Conyn-van Spaendonck MA. The prevalence of antibodies
to hepatitis A virus and its determinants in The Netherlands: a
population-based survey. Epidemiol Infect. 2000 Jun; 124 (3):
459-66.

Kortbeek LM, de Melker HE, Veldhuijzen IK, Conyn-van
Spaendonck MA. Population-based Toxoplasma seroprevalence
study in The Netherlands. Epidemiol Infect. 2004 Oct; 132 (5):
839-45.

Mollema L, de Melker HE, Hahné SJM, van Weert JWM,
Berbers GAM, van der Klis FRM. PIENTER 2-project: second
research project on the protection against infectious diseases
offered by the national immunization programme in the
Netherlands. RIVM report 230421001/2009. Bilthoven, the
Netherlands: RIVM; 2009.

Theeten H, Hutse V, Hens N, Yavuz Y, Hoppenbrouwers K,
Beutels P, et al. Are we hitting immunity targets? The 2006 age-
specific seroprevalence of measles, mumps, rubella, diphtheria
and tetanus in Belgium. Epidemiol Infect. 2011 Apr; 139 (4): 494—
504. DOI: 10.1017/50950268810001536.

Huygen K, Rodeghiero C, Govaerts D, Leroux-Roels |, Melin P,
Reynders M, et al. Bordetella pertussis seroprevalence in Belgian
adults aged 20-39 years, 2012. Epidemiol Infect. 2014 Apr; 142
(4): 724-8. DOI: 10.1017/S0950268813002458.

Poethko-Muller C., Mankertz A. Seroprevalence of measles-,
mumps- and rubella-specific IgG antibodies in German children
and adolescents and predictors for seronegativity. PLoS One.
2012; 7 (8): e42867. DOI: 10.1371/journal.pone.0042867.
Moriuchi T, Otsuka N, Hiramatsu Y, Shibayama K, Kamachi K.
A high seroprevalence of antibodies to pertussis toxin among
Japanese adults: Qualitative and quantitative analyses. PLoS ONE.
2017 12 (7): e0181181. DOI: 10.1371/journal.pone.0181181.
Alsuwaidi AR, Al-Mekaini LA, Kamal SM, Narchi H, Souid AK.
Seroprevalence of influenza A and B viruses among unvaccinated
children in the United Arab Emirates: a cross-sectional study. BMC
Res Notes. 2017 Aug 10; 10 (1): 379. DOI: 10.1186/s13104-017-
2720-8.

Al-Mekaini LA, Kamal SM, Al-Jabri O, Soliman M, Alshamsi H,
Narchi H et al. Seroprevalence of vaccine-preventable diseases
among young children in the United Arab Emirates. Int J Infect
Dis. 2016 Sep; 50: 67-71. DOI: 10.1016/}.ijid.2016.07.012.
Bassal R, Weil M, Cohen D, Sofer D, Mendelson E, Shohat T.

Seroprevalence of Hepatitis A Twelve Years After the Implementation

95.

96.

97.

98.

99.

of Toddlers' Vaccination: A Population-Based Study in Israel.
Pediatr Infect Dis J. 2017 Oct; 36 (10): e248-e251. DOI: 10.1097/
INF.0000000000001640.

Alfonso VH, Doshi RH, Mukadi P, Higgins SG, Hoff NA, Bwaka
A et al. Prevalence of Rubella Antibodies Among Children in the
Democratic Republic of the Congo. Pediatr Infect Dis J. 2017 Jul
19. DOI: 10.1097/INF.00000000000017083.

Alberts CJ, Michel A, Bruisten S, Snijder MB, Prins M, Waterboer
T et al. High-risk human papillomavirus seroprevalence in men and
women of six different ethnicities in Amsterdam, the Netherlands:
The HELIUS study. Papillomavirus Res. 2017 Jun; 3: 57-65. DOI:
10.1016/j.pvr.2017.01.003.

Palazzo R, Carollo M, Fedele G, Rizzo C, Rota MC,
Giammanco A et al. Evidence of increased circulation of Bordetella
pertussis in the ltalian adult population from seroprevalence data
(2012-2013). J Med Microbiol. 2016 Apr 13; 65: 649-57. DOI:
10.1099/jmm.0.000264.

Getahun M, Beyene B, Gallagher K, Ademe A, Teshome B,
Tefera M et al. Epidemiology of rubella virus cases in the pre-
vaccination era of Ethiopia, 2009-2015. BMC Public Health. 2016
Nov 18; 16 (1): 1168. DOI: 10.1186/s12889-016-3841-z.
Mayorga O, Buhler S, Jaeger VK, Bally S, Hatz C, Frosner G et

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU

100.

101.

102.

108.

104.

106.

106.

107.

108.

109.

110.

111.

112.

113.

114.

115.

116.

al. Single-Dose Hepatitis A Immunization: 7.5-Year Observational
Pilot Study in Nicaraguan Children to Assess Protective
Effectiveness and Humoral Immune Memory Response. J Infect
Dis. 2016 Nov 15; 214 (10): 1498-1506. DOI: 10.1093/infdis/
jiwd11.

Scobie HM, Mao B, Buth S, Wannemuehler KA, Sgrensen C,
Kannarath C et al. Tetanus Immunity among Women Aged 15 to
39 Years in Cambodia: a National Population-Based Serosurvey,
2012. Clin Vaccine Immunol. 2016 Jul 5; 23 (7): 546-54. DOI:
10.1128/CVI.00052-16.

Swart EM, van Gageldonk PG, de Melker HE, van der Klis FR,
Berbers GA, Mollema L. Long-Term Protection against Diphtheria
in the Netherlands after 50 Years of Vaccination: Results from
a Seroepidemiological Study. PLoS One. 2016 Feb 10; 11 (2):
e€0148605. DOI: 10.1371/journal.pone.0148605.

Li X, Chen M, Zhang T, Li J, Zeng Y, Lu L. Seroepidemiology
of diphtheria and pertussis in Beijing, China: A cross-sectional
study. Hum Vaccin Immunother. 2015; 11 (10): 2434-9. DOI:
10.1080/21645515.2015.1062954.

Yonghao G, Jin X, Jun L, Pumei D, Ying Y, Xiuhong F et al. An
epidemiological serosurvey of hepatitis B virus shows evidence
of declining prevalence due to hepatitis B vaccination in central
China. Int J Infect Dis. 2015 Nov; 40: 75-80. DOI: 10.1016/j.
jid.2015.10.002.

Reynolds MA, Kruszon-Moran D, Jumaan A, Schmid DS,
McQuillan GM. Varicella seroprevalence in the U.S.: data from
the National Health and Nutrition Examination Survey, 1999-
2004. Public Health Rep. 2010 Nov-Dec; 125 (6): 860-9. DOI:
10.1177/003335491012500613.

Lessler J, Metcalf CJE, Cutts FT, Grenfell BT. Impact on Epidemic
Measles of Vaccination Campaigns Triggered by Disease
Qutbreaks or Serosurveys: A Modeling Study. PLoS Med. 2016;
13: 1-14. DOI: 10.1371/journal.pmed.1002144.

Edmunds WJ1, Pebody RG, Aggerback H, Baron S,
Berbers G, Conyn-van Spaendonck MA et al. The
seroepidemiology of diphtheria in western Europe. ESEN Project.
European Sero-Epidemiology Network. Epidemiol Infect. 2000;
125: 113-25.

Ramsay M1, Gay N, Miler E, Rush M, White J, Morgan-
Capner P et al. The epidemiology of measles in England and
Wales: rationale for the 1994 national vaccination campaign.
Commun Dis Rep CDR Rev. 1994 Nov 11; 4 (12): R141-6.

Gay NJ, Hesketh LM, Morgan-Capner P, Miller E. Interpretation
of serological surveillance data for measles using mathematical
models: implications for vaccine strategy. Epidemiol Infect. 1995;
115 (1): 139-56.

Osborne K1, Gay N, Hesketh L, Morgan-Capner P, Miller E. Ten
years of serological surveillance in England and Wales: methods,
results, implications and action. Int J Epidemiol. 2000; 29: 362-8.
Gilbert GL1, Escott RG, Gidding HF, Turnbull FM, Heath TC,
Mclintyre PB et al. Impact of the Australian Measles Control
Campaign on immunity to measles and rubella. Epidemiol Infect.
2001; 127: 297-303.

Campbell M. Young adult measles vaccination. Commun Dis
Intell. 2000 Aug; 24 (8): 241-2.

De Melker HE, van Lier EH. The National Immunisation
Programme in the Netherlands; developments in 2008. RIVM
report 210021009/2009. Bilthoven, the Netherlands: RIVM; 2009.
Markowitz LE, Sternberg M, Dunne EF, McQuillan G, Unger ER.
Seroprevalence of human papillomavirus types 6, 11, 16, and 18
in the United States: National Health and Nutrition Examination
Survey 2003-2004. J Infect Dis. 2009 Oct 1; 200 (7): 1059-67.
DOI: 10.1086/604729.

Diedrich S, Weinbrecht A, Schreier E. Seroprevalence and
molecular epidemiology of enterovirus 71 in Germany. Arch Virol.
2009; 154 (7): 1139-42. DOI: 10.1007/s00705-009-0413-x.
Prins-Van Ginkel AC, Berbers GAM, Grundeken LH, Tcherniaeva
I, Wittenberns JI, Elberse K et al. Dynamics and determinants of
pneumococcal antibodies specific against 13 vaccine serotypes
in the pre-vaccination era. PLoS One. 2016 Jan 21. DOI: 10.1371/
journal.pone.0147437.

Smits GP, Van Gageldonk PG, Schouls LM, Van der Kiis
FRM, Berbers GAM. Development of a bead-based multiplex



117.

118.

119.

120.

121.

122.

128.

124.

125.

126.

127.

128.

129.

130.

131.

132.

133.

OB30P | UMMYHOJ1I0I NHECKASA MAMATb

immunoassay for simultaneous quantitative detection of IgG
serum antibodies against measles, mumps, rubella, and varicella-
zoster virus. Clin. Vaccine Immunol. 2012; 19 (3): 396-400. DOI:
10.1128/CVI.05537-11.

Lal G, Balmer P, Stanford E, Martin S, Warrington R, Borrow R.
Development and validation of a nonaplex assay for the
simultaneous quantitation of antibodies to nine Streptococcus
pneumoniae serotypes. J Immunol Methods. 2005 Jan; 296 (1-
2): 135-47. DOI: 10.1016/}.jim.2004.11.006.

Luminexcorp.com [Internet]. Luminex Corporation; ¢2006—
2017 [cited 2017 Sep]. The xMAP cookbook. 3rd ed. Available

from:  http://info.luminexcorp.com/en-us/download-the-xmap-
cookbook
Biagini RE, Schlottmann SA, Sammons DL, Smith JP,

Snawder JC, Striley CA et al. Method for simultaneous
measurement of antibodies to 23 pneumococcal capsular
polysaccharides. Clin Diagn Lab Immunol. 2003 Sep; 10 (5):
744-50.

Wild D, editor. The immunoassay handbook.4th ed. Elsevier;
2013.

van Gageldonk PG, van Schaijk FG, van der Klis FR, Berbers GA.
Development and validation of a multiplex immunoassay for the
simultaneous determination of serum antibodies to Bordetella
pertussis, diphtheria and tetanus. J Immunol Methods. 2008 Jun
1; 335 (1-2): 79-89. DOI: 10.1016/j.jim.2008.02.018.

Pickering JW, Martins TB, Greer RW, Schroder MC, Astill ME,
Litwin CM et al. A multiplexed fluorescent microsphere
immunoassay for antibodies to pneumococcal capsular
polysaccharides. Am J Clin Pathol. 2002 Apr; 117 (4): 589-96.
DOI: 10.1309/4KEH-AGY7-UT5H-41XJ.

Pickering JW, Martins TB, Schroder MC, Hill HR. Comparison
of a multiplex flow cytometric assay with enzyme-linked
immunosorbent assay for quantitation of antibodies to tetanus,
diphtheria, and Haemophilus influenzae type b. Clin Diagn Lab
Immunol. 2002 Jul; 9 (4): 872-6. DOI: 10.1128/CDLI.9.4.872-
876.2002.

Elberse KE, Tcherniaeva |, Berbers GA, Schouls LM. Optimization
and application of a multiplex bead-based assay to quantify
serotype-specific  IgG against Streptococcus pneumoniae
polysaccharides: response to the booster vaccine after
immunization with the pneumococcal 7-valent conjugate vaccine.
Clin Vaccine Immunol. 2010 Apr; 17 (4): 674-82. DOI: 10.1128/
CVI.00408-09.

Brodin P, Davis MM. Human immune system variation. Nat Rev
Immunol. 2017; 17: 21-9. DOI: 10.1038/nri.2016.125.
Weinberger B, Herndler-Brandstetter D, Schwanninger A,
Weiskopf D, Grubeck-Loebenstein B. Biology of immune
responses to vaccines in elderly persons. Clin Infect Dis. 2008
Apr 1; 46 (7): 1078-84. DOI: 10.1086/529197.

Gibson KL, Wu YC, Barnett Y, Duggan O, Vaughan R,
Kondeatis E et al. B-cell diversity decreases in old age and is
correlated with poor health status. Aging Cell. 2009 Feb; 8 (1):
18-25. DOI: 10.1111/.1474-9726.2008.00443.x.

Britanova OV, Shugay M, Merzlyak EM, Staroverov DB,
Putintseva EV, Turchaninova MA et al. Dynamics of Individual T Cell
Repertoires: From Cord Blood to Centenarians. J Immunol. 2016
Jun 15; 196 (12): 5005-13. DOI: 10.4049/jimmunol.1600005.
Gavazzi G, Krause KH. Ageing and infection. Lancet Infect Dis.
2002 Nov; 2 (11): 659-66. DOI: 10.1016/51473-3099(02)00437-
1.

Ahmed M, Lanzer KG, Yager EJ, Adams PS, Johnson LL,
Blackman MA. Clonal expansions and loss of receptor diversity
in the naive CD8 T cell repertoire of aged mice. J Immunol. 2009
Jan 15; 182 (2): 784-92.

Chen WH, Kozlovsky BF, Effros RB, Grubeck-Loebenstein
B, Edelman R, Sztein MB. Vaccination in the elderly: an
immunological perspective. Trends Immunol. 2009 Jul; 30 (7):
351-9. DOI: 10.1016/}.it.2009.05.002.

Chen TH, Lee F, Lin YL, Dekker A, Chung WB, Pan CH et at.
Differentiation of foot-and-mouth disease-infected pigs from
vaccinated pigs using antibody-detecting sandwich ELISA. J Vet
Med Sci. 2011 Aug; 73 (8): 977-84.

Hollinger FB, Liang TJ. Hepatitis B virus. In: Knipe DM,

134.

135.

136.

137.

138.

139.

140.

141.

142.

143.

144,

145.

146.

147.

148.

149.

150.

Howley PM, Griffin DE, Martin MA, Lamb RA, Roizman B. Fields
Virology. Vol. 4. Philadelphia: Lippincott-Raven Publishers; 2001.
Qiu J, Wang W, Wu J, Zhang H, Wang Y, Qiao J. Characterization
of periplasmic protein BP26 epitopes of Brucella melitensis
reacting with murine monoclonal and sheep antibodies. PLoS
One. 2012; 7 (3): e34246. DOI: 10.1371/journal.pone.0034246.
Tkachuk AP, Gushchin VA, Potapov VD, Demidenko AV, Lunin VG,
Gintsburg AL. Multi-subunit BCG booster vaccine GamTBvac:
Assessment of immunogenicity and protective efficacy in murine
and guinea pig TB models. Cardona P-J, ed. PLoS ONE. 2017;
12 (4): e0176784. DOI: 10.1371/journal.pone.0176784.

Carter MJ, Mitchell RM, Sauteur PMM, Kelly DF, Truck J. The
antibody-secreting cell response to infection: Kinetics and clinical
applications. Front Immunol. 2017 Jun 1; 8: 630. DOI: 10.3389/
fimmu.2017.00630.

Whitworth HS, Scott M, Connell DW, Dongés B, Lalvani A. IGRAs-
-the gateway to T cell based TB diagnosis. Methods. 2013 May
15; 61 (1): 52-62. DOI: 10.1016/j.ymeth.2012.12.012.

Huo Z, Peng L. Accuracy of the interferon-y release assay for
the diagnosis of active tuberculosis among HIV-seropositive
individuals: a systematic review and meta-analysis. BMC Infect
Dis. 2016 Jul 22; 16: 350. DOI: 10.1186/s12879-016-1687.
Chattopadhyay PK, Roederer M. A mine is a terrible thing to
waste: high content, single cell technologies for comprehensive
immune analysis. Am J Transplant. 2015 May; 15 (5): 1155-61.
DOI: 10.1111/ajt.13193.

Lundberg M, Eriksson A, Tran B, Assarsson E, Fredriksson S.
Homogeneous antibody-based proximity extension assays
provide sensitive and specific detection of low-abundant proteins
in human blood. Nucleic Acids Res. 2011 Aug; 39 (15): e102.
DOI: 10.1093/nar/gkrd24.

Frei AP, Bava FA, Zunder ER, Hsieh EW, Chen SY, Nolan GP et al.
Highly multiplexed simultaneous detection of RNAs and proteins
in single cells. Nat Methods. 2016 Mar; 13 (3): 269-75. DOI:
10.1038/nmeth.3742.

Semenenko TA. [The role of blood serum bank in the national
biological safety]. Vestnik Roszdravnadzora. 2010; (3): 55-8.
Russian.

Sanitary and Epidemiological Rules SP  1.3.2322-08
“Bezopasnost' raboty s mikroorganizmami -V grupp
patogennosti (opasnosti) i vozbuditelyami parazitarnykh bolezney.
Sanitarno-epidemiologicheskie pravila”. Approved with Decree
of the Chief Sanitary Officer of the Russian Federation from
28.01.2008 no 4. Russian.

Methodic Guide MU 1.83.2569-09 “Organizatsiya raboty
laboratoriy, ispol'zuyushchikh metody ampilifikatsii nukleinovykh
kislot pri rabote s materialom, soderzhashchim mikroorganizmy
-V grupp patogennosti. Metodicheskie ukazaniya”. Moscow:
Rospotrebnadzor; 2009. 42 p. Russian.

Glants S. Mediko-biologicheskaya statistika. Moscow: Praktika;
1999. 462 p. Russian.

Fel'dblyum IV. [Prophylactic vaccination as life-saving technology
and a tool of demographic policy]. Epidemiologiya i infektsionnye
bolezni. Aktual'nye voprosy. 2011; 2: 12—7. Russian.
Semenenko TA, Rusakova EV, Shcherbakov AG, Gaidarenko AD,
Gotvyanskaya TP, Evseyeva LF et al. [Herd immunity against
controlled infections (according to the materials of the serum
bank)]. Epidemiologiya i infektsionnye bolezni. Aktual'nye voprosy.
2012; 6: 10-5. Russian.

Mollema L, Smits GP, Berbers GA, Van Der Klis FR, Van
Binnendijk RS, De Melker HE et al. High risk of a large measles
outbreak despite 30 years of measles vaccination in The
Netherlands. Epidemiol Infect. 2014 May; 142 (5): 1100-8. DOI:
10.1017/50950268813001532.

Mroz T, Mancini D, Popkin BM. Monitoring Economic Conditions
in the Russian Federation: The Russia Longitudinal Monitoring
Survey 1992-1998. Report. Chapel Hill, N. C.: Carolina Population
Center; 1999.

Boitsov SA, Chazov El, Shlykhto EV, Shalnova SA, Konradi AO,
Karpov YUA et al. [Epidemiology of cardiovascular diseases in
different regions of Russia (ESSE-RF). The rational for and design
of the study]. Profilakticheskaya meditsina. 2013; 16 (6): 25-34.
Russian.

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU



REVIEW | IMMUNOLOGIC MEMORY

151.

152.

153.

154.

Centers for Disease Control Prevention (CDC) [Internet]. Atlanta,
GA: CDC [cited 2017 Sep]. National Health and Nutrition
Examination Survey. Available from: https://www.cdc.gov/nchs/
nhanes/index.htm

Wu JT, Ho A, Ma ES, Lee CK, Chu DK, Ho PL et al. Estimating
infection attack rates and severity in real time during an influenza
pandemic: analysis of serial cross-sectional serologic surveillance
data. PLoS Med. 2011 Oct; 8(10): e1001103. doi: 10.1371/
journal.pmed.1001103.

WHO. Seroepidemiological studies of pandemic influenza A
(H1N1) 2009 virus. Weekly Epidemiologic Record 2010; 24: 229-
236. PMID:20545056.

Semenov BF, Zverev VWV, Khaitov RM. [Prospects for development
of immunoprophylaxis up to 2020-2030]. Zhurnal mikrobiologii,

JNutepatypa

1.

10.

11.

12.

13.

14.

15.

16.

Sheerin D, Openshaw PJ, Pollard AJ. Issues in vaccinology:
Present challenges and future directions. Eur J Immunol. 2017
Sep 1. DOI: 10.1002/€ji.201746942.

BcemvipHast opranmsaums 3gpasooxpaHeHus [IHTepHeT]. XKe-
Hesa, LLIBenuapws: c2017— [MpoumnTnpoBaHo: ceHTAbpb 2017 1]
10 BeQyLUMX MPUHNH CMEPTI B MUPE. VIH(POPMaUMOHHbI Gronne-
TeHb BO3 3a 2015 rog. JocTtynHo no cebinke: http://www.who.
int/mediacentre/factsheets/fs310/ru/index1.html

World Health  Organization. Global Tuberculosis Report
2016. 21th ed. France: World Health Organisation; 2016.
HocTtynHo no CCbIJIKE: http://apps.who.int/iris/bitstre
am/10665/250441/1/9789241565394-eng.pdf

who.int [HTepHeT]. XKeHesa, LLiBenuapns: BecemmpHas opraHm-
3aurs 3apaBooxXpaHenns; ¢2017— [MpouUUTUPOBAHO: CEHTAOPb
2017 r.]. JocTynHo no cebike: http://www.who.int/ru/

van der Klis FR, Mollema L, Berbers GA, de Melker HE,
Coutinho RA. Second national serum bank for population-based
seroprevalence studies in the Netherlands. Neth J Med. 2009;
Jul-Aug; 67 (7): 301-8.

De Melker HE, Conyn-Van Spaendonck MAE. Immunosurveillance
and the evaluation of national immunization programmes: a
population-based approach. Epidemiol Infect. 1998; 121 (3):
637-43. DOI: 10.1017/50950268898001587.

Cesaro S, Giacchino M, Fioredda F, Barone A, Battisti L,
Bezzio S et al. Guidelines on vaccinations in paediatric
haematology and oncology patients. Biomed Res Int. 2014:
707691. DOI: 10.1155/2014/707691.

Xu GJ, Kula T, Xu Q, Li MZ, Vernon SD, Ndung'u T et al. Viral
immunology. Comprehensive serological profiing of human
populations using a synthetic human virome. Science. 2015 Jun
5; 348 (6239): aaa0698. DOI: 10.1126/science.aaa0698.

Wolfe RM. Update on adult immunizations. J Am Board
Fam Med. 2012 Jul-Aug; 25(4): 496-510. DOI: 10.3122/
jabfm.2012.04.100274.

Fine P, Eames K, Heymann DL. "Herd immunity": A rough guide.
Clin Infect Dis. 2011 Apr1; 52 (7): 911-6. DOI: 10.1093/cid/
cir007.

Martin V, Bryan Wu YC, Kipling D, Dunn-Walters D. Ageing of the
B-cell repertoire. Philos Trans R Soc Lond B Biol Sci. 2015 Sep 5;
370 (1676). pii: 20140237. DOI: 10.1098/rstb.2014.0237.

Chao DL, Dimitrov DT. Seasonality and the effectiveness of mass
vaccination. Math Biosci Eng. 2016 Apr 1; 13 (2): 249-59. DOI:
10.3934/mbe.2015001.

Wilson SE, Deeks SL, Hatchette TF, Crowcroft NS. The role of
seroepidemiology in the comprehensive surveillance of vaccine-
preventable diseases. CMAJ. 2012 Jan 10; 184 (1): E70-6. DOI:
10.1503/cmaj.110506.

KoTtok A. BecnoulagHas nmmyHmaaums. M.: 13g-so «fomeonatu-
dYeckas MeguumHa»; 2004. 448 c.

Muxann lenbthaHg,. B Bonpoce BakupHaLMm rocyaapcTso A0MK-
HO BECTU Cebs1 Kak NPOCBeLLeHHbI ankTaTop. CHoO [IHTepHeT].
19 ceHTtabpsa 2017 r. JoctynHo nmo ccbinke: https://snob.ru/
selected/entry/129150?utm_source=push&utm_medium=push_
notification&utm_campaign=breaking&utm_content=article

Mau A. H. Bpayam 06 aHTUNprBMUBOYHOM OBVXKEHUM N €r0 Bbl-

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU

155.

156.

157.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

epidemiologii i immunobiologii. 2010; 2: 105-11. Russian.
Shakhanina IL, Raduto OI, Osipova LA, Prikazchikova GS.
[Economic efficiency of vaccinal prevention: methods of
assessment]. Epidemiologiya i infektsionnye bolezni. 2004; 3:
12-6. Russian.

Methodic  Guide MU  3.3.1878-04  “Immunoprofilaktika
infektsionnykh  bolezney. = Ekonomicheskaya  effektivnost'
vaktsinoprofilaktiki. Metodicheskie ukazaniya”. Approved with
Decree of the Chief Sanitary Officer of the Russian Federation
from 04.03.2004. Russian.

Bektimirov  TA. Ekonomicheskie prioritety vaktsinoprofilaktiki
— opyt raznykh stran. Byulleten' “Vaktsinatsiya. Novosti
vaktsinoprofilaktiki”. 2000; 1 (7): 14-20. Russian.

mMbicnax B CMIW. Mepgmatpuyeckas hapmakonorug. 2009; 6 (6):
12-35.

BcemumpHas opranmsaumst 3gpaBooxpaHeHus [IHTepHeT]. XKe-
HeBa, LLIBenuapus: c2017- [mpoumnTrpoBaHo: ceHTA0pb 2017 ]
JoxxHble naen o BakumHaumm. OHNaHoOBbIE BOMPOCHI 1 OTBETHI.
Mapt 2016 . ocTynHO no ccbinke: http://www.who.int/features/
qa/84/ru/

Bocquier A, Ward J, Raude J, Peretti-Watel P, Verger P.
Socioeconomic differences in childhood vaccination in developed
countries: a systematic review of quantitative studies. Expert Rev
Vaccines. 2017. DOI: 10.1080/14760584.2017.1381020. Epub
2017 Sep 21.

Schoeppe J, Cheadle A, Melton M, Faubion T, Miler C,
Matthys J et al. The Immunity Community: A Community
Engagement Strategy for Reducing Vaccine Hesitancy.
Health Promot Pract. 2017 Sep; 18 (5): 654-61. DOI:
10.1177/1524839917697308.

Caboré RN, Piérard D, Huygen K. A Belgian Serosurveillance/
Seroprevalence Study of Diphtheria, Tetanus and Pertussis Using
a Luminex xMAP Technology-Based Pentaplex. Vaccines (Basel).
2016 May 10; 4 (2). pii: E16. DOI: 10.3390/vaccines4020016.
Metcalf CJ, Farrar J, Cutts FT, Basta NE, Graham AL, Lessler
J et al. Use of serological surveys to generate key insights into
the changing global landscape of infectious disease. Lancet.
2016 Aug 13; 388 (10045): 728-30. DOI: 10.1016/S0140-
6736(16)30164-7.

Giammanco A, Chiarini A, Stroffolini T, De Mattia D,
Chiaramonte M, Moschen ME, et al. Seroepidemiology of
pertussis in Italy. Rev Infect Dis. 1991 Nov-Dec; 13 (6): 1216-20.
OCHOBbI FOCY0APCTBEHHON MOMUTUKN B 00nacTv obecneqeHns
XVIMUHECKOW 1 Bronorudeckor 6esonacHocTy Poccunckon de-
nepaumn Ha nepuog, Ao 2025 roga v AanbHENLLYIO NEPCneKTUBY
(ytB. MpesugeHTom PO 1 HosA6psA 2013 1. Ne [Mp-2573).
Pacnopsixenne [MpasutensctBa Poccurickon depepaummn ot
15.12.2014 Ne 2561-p «O6 yTBepKAEHWUM KOHUenumn dene-
panbHOW LeneBor nporpammbl "HaumoHaneHas cuctema Xumm-
4Yeckol 1 buonorudeckon tesonacHocTn Poccurickon denepa-
umn (2015-2020 roapl)"».

Onetyep P, ®netyep C., BarHep 3. KnnHu4eckasa anmaemmno-
norusi: OCHOBbI flokazaTtenbHoM MeauuvHbl. M.: 13g-8o «Meau-
a-Cdpepa»; 1998. 346 c.

Mokposckun B. U., Bpuko H. N. Snugemmnonorns. YuebHuk. M.:
OOTAP-Megua; 2016. 368 c.

[Mpvkas depepansHoi Cny>kObl rOCYAAPCTBEHHOM CTAaTUCTUKLA OT
28 anBaps 2014 . Ne 52 «O6 yTBEP)KAEHUN CTATUCTNHECKOTO
VNHCTPYMEHTapus ona opraHnsauun denepansHor Cny>koom no
Haasopy B chepe 3alumTbl Mpas noTpeduTenen 1 6narononyyms
YenoBeka heaepanbHOro CTaTUCTUYECKOro HabNaeHNS 3a 3a-
00/1eBaEMOCTBIO HACENEHUSA VH(EKLUMOHHBIMI 11 NapasuTapHbl-
M1 BONE3HAMN 1 MPOMDUNAKTUHECKMI NMPUBUBKAMM».

[Mpvkas depepanscHoi Cny>kobl rOCYAAPCTBEHHOM CTATUCTUKLA OT
16 ceHTabpa 2016 . Ne 518 «O6 yTBEPXAEHNM CTATUCTUHECKO-
ro WHCTPYMeHTapus ans opraHusaumm degepansHom cny»xoom
no Haas3opy B cdepe 3almThl Npas noTpeduTtenen n 6narono-
ny4nst Yenoseka (hefepanbHOro CTaTUCTUHECKOro HabmoaeHVs



29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

OB30P | UMMYHOJ1I0I NHECKASA MAMATb

3a NPOMUNAKTUHECKVIMI MPVIBMBKaMY MPOTUB MHAEKLIMOHHBIX
3aboneBaHuin».

denepanbHbii 3akoH OT 17 ceHTsaops 1998 . Ne 157-03 «O6
VMIMMYHOMPOMUNaKTUKE MHDEKLIMOHHBIX 6oneaHel» (B peq. oT 19
nexkabpst 2016 ).

[Mpukas MuHucTepcTBa 3apaBooxpaHeHns Poccuinckon ®epepa-
Ly ot 21 mapTta 2014 1. Ne 125H «O6 yTBEPXAEHM HAUVIOHAb-
HOro KaneHgaps NpPoUIaKTUHECKMX MPVBMBOK U KaneHaaps
NPOMUNaKTNHECKNX MPMBMBOK MO SMMAEMUHECKIM MOKa3aHUSM»
(c n3m. Ha 13 anpensa 2017 ).

Bpuko H. N. OueHka kadectBa 1 ahDEKTUBHOCTA UMMYHOMPO-
dunakTuku. Jlevawmin Bpad [MHTtepHeT]. 2012; (10). JocTynHo no
ccblnke: https://www.lvrach.ru/2012/10/15435557/].
[NocTaHosnerve Mpasutensctea PO ot 30 noHa 2004 1. Ne 322
«O6 yTBepxaeHWUM MNonoxeHus o PeaepanbHon cny>xée No Haa-
30py B chepe 3alLmThl Npas noTpebuTeneit 1 Gnaronony4ms Ye-
noseka» (B peq. oT 24 aHBaps 2017 1., C NPUNOXKEHVSMM).
CanuTapHo-anvaemuonoridecke npasuna  Cl1 3.3.2367-08
«OpraHmnsaums IMMyHONPOMUNaKTUKA UHPEKLIMOHHBIX Hones-
Hel». YTBepxaeHbl [NocTaHoBNEHNEM [NaBHOMO rocyaapcTBeH-
HOro caHuTapHoro Bpada P® ot 4 noHa 2008 . Ne 34, BeeaeHb!
B fencTeme ¢ 1 ceHTabps 2008 1.

O COCTOSiHWM  CaHUTaPHO-3MMAEMUONONMHYECKOro  6naronony-
uns HaceneHnst B Poccuiickon ®epepaupn B 2016 rogy: locy-
[apcTeeHHbI foknag,. M.: ®efdepanbHas cnyxxba no Hag3opy B
cchepe 3alLuThl NpaB NoTpeduTene 1 6aarononyYns YenoBexa;
2017. 220 c.

LiBvpkyH O. B. Ormmaemunyecknin NpoLecc Kopy B pasivyHble
nepuofpl BakLHoNpodunakTuky [aucceptaums]. M.: LieHTpans-
HbI  Hay4YHO-UCCNEROBaTENLCKUA  UHCTUTYT  SMUAEMUONONN;
2014.

CaHvTapHo-anaemmnonoridecke npasuna Cl 3.1.2952-11
«[pohrnakTika Kopu, KpacHyXv 1 SNMAEMUHECKOrO NapoTUTa».
YTBEpKAeHbI MocTaHoBNEHEM [MaBHOroO rocyiapCTBEHHOrO ca-
HuTapHoro Bpada P® ot 28 nong 2011 . Ne 108.

Watson JC, Hadler SC, Dykewicz CA, Reef S, Phillips L. Measles,
mumps and rubella — vaccine use and strategies for elimination of
measles, rubella, and congenital rubella and control of mumps;
recommendations of the Advisory Committee on Immunization
Practices (ACIP). MMWR Recomm Rep. 1998 May 22; 47 (RR-8):
1-57.

McLean HQ, Fiebelkorn AP, Temte JL, Wallace GS; Centers for
Disease Control and Prevention. Prevention of measles, rubella,
congenital rubella syndrome, and mumps, 2013: summary
recommendations of the Advisory Committee on Immunization
Practices (ACIP). MMWR Recomm Rep. 2013 Jun 14; 62 (RR-
04): 1-34.

World Health Organization. Europe launches plan for accelerated
action to eliminate measles and rubella. Copenhagen, Denmark:
WHO Regional Office for Europe; 2013. docTynHo mo ccbin-
Ke: http://www.euro.who.int/en/health-topics/communicable-
diseases/measles-andrubella/news/news/2013/09/whoeurope-
launches-plan-for-accelerated-action-toeliminate-measles-and-
rubella

[Mpukas MuHucTepcTBa 3apaBooxpaHeHns Poccuinckon ®epepa-
Ly oT 3 noHs 1996 Ne 226/79 oT «O BBeaeHUM NpodunaxkTye-
CKVX MPVIBMBOK NMPOTUB renatuta B».

[Mpukas MuHucTepcTBa 3apaBooxpaHeHns Poccuinckon ®epepa-
um ot 27 moHsa 2001 1. Ne 229 «O HaumoHanbHOM KaneHaape
NPOMUNaKTNHECKNX MPUBMBOK U KaneHaape NpohunakTnHecKmnx
MPVBMBOK MO 3MMAEMUHECKMM MOKa3aHNUAM».

O COCTOSiHWM  CaHUTapPHO-3MNMAEMUONOrMYECKOro  Gnaronony-
uns HaceneHnst B Poccuiickon ®epepaupmn B 2012 rogy: locy-
[apcTeeHHbI foknag,. M.: ®efdepanbHas cnyxxba no Haa3opy B
chepe 3alLuTbl NpaB NoTpeduTene 1 6aarononyyns YenoBexa;
2013.176 c.

Lemorpadvdecknin exxerogHnk Poccum 2015, Ctat. ¢6. M.:
«Pocctar». 2015. 263 c.

[MNoBecTka coBelLaHns «O6 ntorax peanvsauuy NpUopUTETHOrO
HaLMOHaNbHOro npoekTa B cdepe 3apaBooxpaHeHus B 2007
rogy v xofe peanmaauumn B 2008 rogy» ot 14 mona 2008 roga.
[poTokon cenekTopHoro coBellanns y Pykosoautens dene-
pasnbHOW Cny>x6bl Mo Haa30py B chepe 3aLliuTbl Npas noTpedn-

45.

46.

47.

48.

49.

50.

51.

52.

53.

54,

55.

56.

57.

58.

59.

Tenen v Gnaronony4ns Yenoseka, [MaBHOMO rocyfapCTBEHHOMO
caHuTapHoro Bpada Poccurickon ®epepauym I . OHULWEHKO.
Snunaemvonorvsa 1 BakuyHonpodunakTvka. 2008; 4 (41): 32-4.
Onuerko T T., Mepkynos W. B., MNetpos E. 0., >Xeno6os B.
E., Wes4yk H. A., Ceneguosa O. B. O xoge nMMmyHu3aumm Hace-
JIEHVS B paMKax HaLVIOHaIbHOro KaneHaapst MpogunakTU4eckmnx
NPVBMBOK. [1pOTOKON CENEKTOPHOrO COBELLaHNSt Yy pyKoBOaUTE-
na GefepanbHoOn cny>kObl MO HaA30py B cdepe 3alumnTbl npas
notpebutenen 1 Gnaronony4ns Yenoseka (IMpotokon Ne 13 oT
20.07.2010).

CTaTUCTUYECKUIN YHET N OTHETHOCTb YYPEXAEHWIA 34paBOOXPa-
HeHns. M.: MWHMUCTEepPCTBO 34paBOOXPaHEHVS 1 COLManbHOMO
passuTus Poccuinckon ®epepaumn; 2006. 81 c.

®opma Ne 058/y. OKcTpeHHoe m3BelleHne 06 NMHAEKLVOHHOM
3aboneBaHnn, NULLEBOM, OCTPOM MPO(ECCHOHANBHOM OTpaBIe-
HUN, HEOBbIYHOW peakumn Ha NpUBKBKY. YTBepKaeHa [Nprka3om
Munagpasa CCCP ot 04.10.1980 Ne 1030 (pea. ot 31.12.2002)
«O6 yTBEPXAEHUM (HOPM MEPBUHHON MEAMLIMHCKON OOKYMEeHTa-
LN YHPEXXAEHNI 30PaBOOXPAHEHNS».

O npaBoMo4YHOCTU AencTBus Npukada MuHsgpasa CCCP ot 4
okTs6pst 1980 roga Ne 1030 «O6 yTBEpKAEHMN (HOPM NepBuY-
HON MEAMLMHCKON OOKYMEHTaLWMN YYPEXOEHWA 34paBoOXpaHe-
HVs». MicbMo MHWCTEPCTBO 3apaBOOXPaHEHWIS 1 COLManbHOMO
pas3BuTUa Poccuickont ®egepauym ot 30 Hosiopst 2009 1. Ne 14-
6/242888.

KnwkyH A. A., ApcerunH C. J1. OcHoBHble HanpaBneHns pedop-
MUPOBaHWs nabopaTtopHom cny»xbbl Poccun. MeauumHekmin an-
hasut. 2011; 4: 4-10.

O COCTOSiHWM  CaHUTaPHO-3MNMAEMMONONMHYECKOro  6naronony-
uns HaceneHnst B Poccuiickon ®epepaupn B 2015 rogy: locy-
[apcTeeHHbI foknag,. M.: ®efdepanbHas cnyxxba no Hag3opy B
chepe 3aluMThl NpaB NoTpeduTene 1 6aarononyYns YenoBexa;
2016. 200 c.

Rolfes MA, Foppa IM, Garg S, Flannery B, Brammer L,
Singleton JA et al. Estimated Influenza llinesses, Medical Visits,
Hospitalizations, and Deaths Averted by Vaccination in the United
States. Centers for Disease Control and Prevention [IHTepHeT].
[obHoBREHO 19 anpens 2017 r.] LocTynHo nMo ccbinke: https://
www.cdc.gov/flu/about/disease/2015-16.htm

Nakamura Y, Sugawara T, Kawanohara H, Ohkusa Y, Kamei M,
Qishi K. Evaluation of estimated number of influenza patients
from national sentinel surveillance using the national database of
electronic medical claims. Jpn J Infect Dis. 2015; 68 (1): 27-9.
DOI: 10.7883/yoken.JJID.2014.092.

Murakami Y, Hashimoto S, Kawado M, Ohta A, Taniguchi K,
Sunagawa T, et al. Estimated number of patients with influenza
A(H1)pdmQ9, or other viral types, from 2010 to 2014 in Japan.
PLoS One. 2016; 11 (1): e0146520. DOI: 10.1371/journal.
pone.0146520.

Zaraket H, Saito R. Japanese Surveillance Systems and Treatment
for Influenza. Curr Treat Options Infect Dis. 2016; 8 (4): 311-28.
DOI: 10.1007/s40506-016-0085-5.
CanuTtapHo-anuaemuonorideckme npasuna Cll 3.1.2.3117-13
«[pochrnakTika rpunna v gpyrx oCTPbIX PeCMMPaTOPHbIX BU-
PYCHbIX MHEeKUMn”. YTBEpXOeHbI [locTaHoBNEHWEM [NaBHOMO
rocyapCTBEHHOrO CaHUTapHOro Bpada Poccuinckon degepavin
oT 18 Hos16pst 2013 I Ne 63.

Hyams K.C. Risks of chronicity following acute hepatitis B virus
infection: a review. Clin Infect Dis. 1995; 20 (4): 992-1000.
MeToamndeckre ykazanns MY 3.1.2792-10 «3.1. MNpodmnakTika
NHPEKLMOHHBIX BonesHer. SnNAEMMONOrM4ecKnin Haa3op 3a re-
natutom B». YTBep>xaeHb! 1 BBELEeHb! B AeVCTBME [TaBHbIM rocy-
[apCTBEHHbIM CaHMTapHbIM Bpadom Poccuiickon ®enepauiin T
I, OHuweHko 20 nexabpst 2010 T

BcemupHas opraHmsaums 3gpaBooxpaHenunst [IHTepHeT]. XKe-
HeBa, LlIBenuapus: c2017- [mpouuTrpoBaHo: ceHTsopb 2017
r.] MobanbHasa cTpaTterns cekTopa 34paBOOXPaHeHWst Mo BU-
pycHomy renatuty 2016-2021. Ha nytn K nvkBugaumm BUpycC-
Horo rematuta. [ocTynHo Mo ccbinke: http://apps.who.int/iris/
bitstream/10665/250042/1/WHO-HIV-2016.06-rus.pdf

Bsazos C. O., Komnanuey, A. A., AHaHbes B. A., Jluctosekas E. K.,
Hapauk @. T, MNMupoxkosa 3. I1. BbisieneHne HBsAg aHT-HBs y
3[10POBOro HaceneHns pasnuyHbix ropofoB CCCP. Bonpochk! Bu-

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU



REVIEW | IMMUNOLOGIC MEMORY

60.

61.

62.

63.

64.

65.

66.

67.

68.

69.

70.

71.

72.

73.

74.

75.

76.

pyconoruv. 1985; 2: 231-3.

Comosa A. B., Tonocosa T. B., MapronmHa A. H., BarpsHue-
Ba C. 0. CepoamarHocTunka BypycHbix renatutoB C 1 B cpean
pasnuyHbIX rpynn Hacenervs. Bonpocskl Bupyconorun. 1992; 4:
105-7.

WaxmmnegsH W, B., Muxainnos M. V., Onunwlerko . T MNapeH-
TepasibHble BUPYCHblE renatuTbl (3nNMAeM1onoris, AnarHocTukKa,
npodunaxkTvka). M.: FOY BYHML]; 2003. 384 c.

Manyinos B. A., Ocunosa J1. I1., Hetecosa W. I, Yy6 E. B., bea-
yrnosa J1. B., Norder H. n gp. PacnpocTpaHeHHOCTb pasnnyHbIX
reHoTVnoB 1 cy6TvnoB HBs-aHTureHa Bupyca renatuta B B rpyn-
nax KOpeHHoro HaceneHns Crbupun. MonekynspHas reHeTvika,
MUKpobuonorus n supyconorus. 2015; 1: 28-35.

Ray Kim W. Epidemiology of Hepatitis B in the United States.
Hepatology. 2009; 49 (5): 28-34.

MexxayHaponHast knaccudvkaums 6onesHeln OecsToro nepe-
cmvoTpa MKB-10, 1989. PekomeHpoBaHa K npuMeHeHno B PO
VIHCTPpYKUMEN MO MCNONB30BaHMIO MexxayHapoaHOM cTaTucTqe-
CKOW KnaccudvkaLmmn 6oneaHen n npobnem, CBA3aHHbIX CO 340-
POBbEM. IECATOrO nepecmMoTpa (41 nonbaytolerocs MKB-10)
(yT8. MuHMCTepCcTBOM 3apaBooxpaHeHnst PO 25 mas 1998 . Ne
2000/52-98).

PykoBoACTBO Mo KoanpoBaHuto npudnH cvepTu. M.: LIHMOWB;
2008. 74 c.

Mprkad MuHsgpasa P® ot 21.03.2003 Ne 117 «O peannaaumm
"MporpamMmbl IMKBUAALMA KOPW B POCCUNCKOM hedepaum K
2010 roay"» (C MPUNOXKEHUSMM).

MeTpoBckniA B. B. SHUMKNIONEANYECKMIA CNoBapb MeaULIMHCKIX
TepMmnHoB. M.: 13a-Bo «CoBeTckas SHUmKnoneans»; 1984, 1591 c.
MeTtoanyeckre ykadaHns MY 3.1.2943-11 «OpraHugdauns u
NpOBEAEHNE CEPOSOMMHYECKOr0 MOHUTOPUHIA COCTOSIHUS KOJ-
JIEKTUBHOMO VIMMYHUTETa K MH(EKLMSM, ynpaBnsemMbiM Cpef-
cTBaMn crneumdmnyeckon NnponnakTnky (andrepursi, CTONOHSIK,
KOKJTIOLL, KOPb, KpacHyxa, anuaeMU4eckuii napoTuT, NomomMme-
1T, renatut B)». YTBEp)KAEHbI 1 BBEAEHbI B AeCTBME [MaBHbIM
rocynapCTBEHHbIM CaHUTapHbIM Bpadom Poccuinckon depepa-
Ly I T, OHuleHko 15 umionst 2011 1.

QOdland JO, Sergejeva IV, Ivaneev MD, Jensen IP, Stray-
Pedersen B. Seropositivity of cytomegalovirus, parvovirus and
rubella in pregnant women and recurrent aborters in Leningrad
County, Russia. Acta Obstet Gynecol Scand. 2001 Nov; 80 (11):
1025-9.

Mouropeesa T. [., Benononbckas M. A., Bawykosa C. C., Maka-
posa H. I, AHopeesa H. B. OcobeHHOCTN nabopaTtopHbIX MCCne-
[OBaHWN MPU AMarHOCTUKE KPacHyxu y B6epemerHbIx. KypHan
nHdekTonornm, 2014; 6 (3): 44-50.

AragoHoB A. I1., pegaktop. Snuaemmdeckuii napotut. CoBpe-
MeHHble MpeacTaBneHns 0 BO3byauTene, KIMHMKa, AMarHoCTrKa,
npodurnakTrka. Hoocnbupcek: Meayko-6uonorudeckuii Cotos;
2007. 82 c.

OtpaleBckas E. B., KpacunsHukos W. B., VirHatees I M. 13-
y4eHMe CrekTpa WM YPOBHS HEeWTpanmaytoLlent reHoTun-crneum-
VHECKOW aKTUBHOCTU CbIBOPOTOK AETEN 1 MOAPOCTKOB, MMMY-
HN3MPOBaHHBIX POCCUNCKON MapOTUTHOW BakLMHOW. Bonpochl
Bupyconorun. 2010; 55 (6):15-9.

KoHTtaposa E. O. 9hheKkTUBHOCTb BaKLIMHOMPOMUNAKTUKNA 3Mu-
[EMNYECKOro NapoTuTa Ha psge Tepputopuit Poccuinckon ®epe-
paummn [gruccepTaumns]. M.: VIHCTUTYT noavomMmneniTa 1 BUPYCHbIX
3HUedanmToB nmeHn M. . Hymakosa; 2013.

Mykomonos C. J1., boneyH . [., KpacHsikoB B. K., JleBako-
Ba 1. A., punbaHoB A. FO., CuHsisckas E. A. n ap. YacTota aHTu-
Ten K MOBEPXHOCTHOMY Y SAEPHOMY aHTUreHaMm Bupyca renatura
By Hacenerus CaHkT-INeTepbypra B 2013 rogy. XKypHan M1KpO-
oronorm, aNnaeMmonorin 1 ummyHobmonorum. 2014; 5: 43-9.
Netesova |G, Swenson PD, Osipova LP, Gubina MA,
Posukh OL, Netesov SV. Determination of HBsAg subtypes in
Western Siberian part of Russia. J Med Virol. 2003; 71: 183-7.
Manyinnos B. A., Hetecosa V. I., Ocunosa J1. 1., LLyctoB A. B.,
basHavH P. B., KouHesa I B. 1 gp. leHeTnyeckas Bapvabenb-
HOCTb M30N9TOB BUpyca renatuta B y Hacenerust LLypbiikap-
cKoro parioHa fmano-HeHeukoro AsToHoMHoro Okpyra. Mone-
KynsipHasi reHeTvka, Mukpobuonorns 1 Bupyconorus. 2005; 4:
30-3.

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU

77.

78.

79.

80.

81.

82.

83.

84.

85.

86.

87.

88.

89.

90.

91.

92.

CemeHeHko T. A., 3ybkuH M. J1., dpow J1. B., YepsuHko B. 1.,
®ponosa H. ®., Cycnos A. . CkpbITbil renatut B 1 MyTaHTHblE
hopmbl Brpyca renatita B y peumnmMeHToB NoYe4HOro TpaHc-
nnaHTaTa ¢ XPOHUYeCKMM 3aboneBaHnsaMu nedeHn. Hdekum-
OHHble 6onesHn. 2016; 14 (3): 6-13. DOI: 10.20953/1729-9225-
2016-3-6-13.

Centers for Disease Control Prevention (CDC) [IHTepHeT]. Atlanta,
GA: CDC [mpouuTupoBaHo B ceHTs16pe 2017 r.]. Immunization
Information Systems (IIS). JoctynHo no ccbinke: https://www.
cdc.gov/vaccines/programs/iis/index.html

Derrough T, Olsson K, Gianfredi V, Simondon F, Heibel H,
Danielsson N, et.al. Immunisation Information Systems — useful
tools for monitoring vaccination programmes in EU/EEA countries,
2016. Euro Surveill. 2017; 22 (17): 5-15. DOI: 10.2807/1560-
7917.ES.2017.22.17.30519.

World Health Organisation. European Vaccine Action Plan 2015-
2020. Geneva, Switzerland: WHO [mpouuTrpoBaHo B CeHTA0pe
2017 r.]. doctynHo no ccbinke: http://www.euro.who.int/__data/
assets/pdf_file/0007/255679/WHO_EVAP_UK_v30_WEBKX.
pdf?ua=1

Karimi-Busheri F. editor. Biobanking in the 21st Century. Advances
in Experimental Medicine and Biology 864. Springer; 2015. DOI:
10.1007/978-3-319-20579-3.

Van den Hof S, de Melker HE, Berbers GA, der Kraak PH,
Spaendonck MA. Antibodies to Haemophilus influenzae serotype
b in the Netherlands a few years after the introduction of
routine vaccination. Clin Infect Dis. 2001 Jan; 32 (1): 2-8. DOI:
10.1086/317538.

de Melker HE, van den Hof S, Berbers GA, Conyn-van
Spaendonck MA. Evaluation of the national immunisation
programme in the Netherlands: immunity to diphtheria, tetanus,
poliomyelitis, measles, mumps, rubella and Haemophilus
influenzae type b. Vaccine. 2003 Jan 30; 21 (7-8): 716-20.
Veldhuijzen IK, Conyn-van Spaendonck MA, Dorigo-Zetsma JW.
Seroprevalentie van hepatitis B en C in de Nederlandse bevolking.
Infectieziekten Bull. 1999; 10: 182-4.

Termorshuizen F, Dorigo-Zetsma JW, de Melker HE, van den Hof
S, Conyn-van Spaendonck MA. The prevalence of antibodies
to hepatitis A virus and its determinants in The Netherlands: a
population-based survey. Epidemiol Infect. 2000 Jun; 124 (3):
459-66.

Kortbeek LM, de Melker HE, Veldhuijzen IK, Conyn-van
Spaendonck MA. Population-based Toxoplasma seroprevalence
study in The Netherlands. Epidemiol Infect. 2004 Oct; 132 (5):
839-45.

Mollema L, de Melker HE, Hahné SJM, van Weert JWM,
Berbers GAM, van der Klis FRM. PIENTER 2-project: second
research project on the protection against infectious diseases
offered by the national immunization programme in the
Netherlands. RIVM report 230421001/2009. Bilthoven, the
Netherlands: RIVM; 2009.

Theeten H, Hutse V, Hens N, Yavuz Y, Hoppenbrouwers K,
Beutels P, et al. Are we hitting immunity targets? The 2006 age-
specific seroprevalence of measles, mumps, rubella, diphtheria
and tetanus in Belgium. Epidemiol Infect. 2011 Apr; 139 (4): 494—
504. DOI: 10.1017/50950268810001536.

Huygen K, Rodeghiero C, Govaerts D, Leroux-Roels |, Melin P,
Reynders M, et al. Bordetella pertussis seroprevalence in Belgian
adults aged 20-39 years, 2012. Epidemiol Infect. 2014 Apr; 142
(4): 724-8. DOI: 10.1017/50950268813002458.

Poethko-Muller C., Mankertz A. Seroprevalence of measles-,
mumps- and rubella-specific IgG antibodies in German children
and adolescents and predictors for seronegativity. PLoS One.
2012; 7 (8): e42867. DOI: 10.1371/journal.pone.0042867.
Moriuchi T, Otsuka N, Hiramatsu Y, Shibayama K, Kamachi K.
A high seroprevalence of antibodies to pertussis toxin among
Japanese adults: Qualitative and quantitative analyses. PLoS ONE.
2017 12 (7): e0181181. DOI: 10.1371/journal.pone.0181181.
Alsuwaidi AR, Al-Mekaini LA, Kamal SM, Narchi H, Souid AK.
Seroprevalence of influenza A and B viruses among unvaccinated
children in the United Arab Emirates: a cross-sectional study. BMC
Res Notes. 2017 Aug 10; 10 (1): 379. DOI: 10.1186/s13104-017-
2720-8.



93.

94.

95.

96.

97.

98.

99.

100.

101.

102.

108.

104.

106.

106.

107.

108.

OB30P | UMMYHOJ1I0I NHECKASA MAMATb

Al-Mekaini LA, Kamal SM, Al-Jabri O, Soliman M, Alshamsi H,
Narchi H et al. Seroprevalence of vaccine-preventable diseases
among young children in the United Arab Emirates. Int J Infect
Dis. 2016 Sep; 50: 67-71. DOI: 10.1016/}.ijid.2016.07.012.
Bassal R, Weil M, Cohen D, Sofer D, Mendelson E, Shohat T.
Seroprevalence of Hepatitis A Twelve Years After the
Implementation of Toddlers' Vaccination: A Population-Based
Study in Israel. Pediatr Infect Dis J. 2017 Oct; 36 (10): e248-
e251. DOI: 10.1097/INF.0000000000001640.

Alfonso VH, Doshi RH, Mukadi P, Higgins SG, Hoff NA,
Bwaka A et al. Prevalence of Rubella Antibodies Among Children
in the Democratic Republic of the Congo. Pediatr Infect Dis J.
2017 Jul 19. DOI: 10.1097/INF.0000000000001703.

Alberts CJ, Michel A, Bruisten S, Snijder MB, Prins M,
Waterboer T et al. High-risk human papillomavirus seroprevalence
in men and women of six different ethnicities in Amsterdam, the
Netherlands: The HELIUS study. Papillomavirus Res. 2017 Jun; 3:
57-65. DOI: 10.1016/j.pvr.2017.01.008.

Palazzo R, Carollo M, Fedele G, Rizzo C, Rota MC,
Giammanco A et al. Evidence of increased circulation of Bordetella
pertussis in the ltalian adult population from seroprevalence data
(2012-2013). J Med Microbiol. 2016 Apr 13; 65: 649-57. DOI:
10.1099/jmm.0.000264.

Getahun M, Beyene B, Gallagher K, Ademe A, Teshome B,
Tefera M et al. Epidemiology of rubella virus cases in the pre-
vaccination era of Ethiopia, 2009-2015. BMC Public Health. 2016
Nov 18; 16 (1): 1168. DOI: 10.1186/s12889-016-3841-z.
Mayorga O, Buhler S, Jaeger VK, Bally S, Hatz C, Frosner G et
al. Single-Dose Hepatitis A Immunization: 7.5-Year Observational
Pilot Study in Nicaraguan Children to Assess Protective
Effectiveness and Humoral Immune Memory Response. J Infect
Dis. 2016 Nov 15; 214 (10): 1498-1506. DOI: 10.1093/infdis/
jiwd11.

Scobie HM, Mao B, Buth S, Wannemuehler KA, Sgrensen C,
Kannarath C et al. Tetanus Immunity among Women Aged 15 to
39 Years in Cambodia: a National Population-Based Serosurvey,
2012. Clin Vaccine Immunol. 2016 Jul 5; 23 (7): 546-54. DOI:
10.1128/CVI.00052-16.

Swart EM, van Gageldonk PG, de Melker HE, van der Klis FR,
Berbers GA, Mollema L. Long-Term Protection against Diphtheria
in the Netherlands after 50 Years of Vaccination: Results from
a Seroepidemiological Study. PLoS One. 2016 Feb 10; 11 (2):
e€0148605. DOI: 10.1371/journal.pone.0148605.

Li X, Chen M, Zhang T, Li J, Zeng Y, Lu L. Seroepidemiology
of diphtheria and pertussis in Beijing, China: A cross-sectional
study. Hum Vaccin Immunother. 2015; 11 (10): 2434-9. DOI:
10.1080/21645515.2015.1062954.

Yonghao G, Jin X, Jun L, Pumei D, Ying Y, Xiuhong F et al. An
epidemiological serosurvey of hepatitis B virus shows evidence
of declining prevalence due to hepatitis B vaccination in central
China. Int J Infect Dis. 2015 Nov; 40: 75-80. DOI: 10.1016/j.
jid.2015.10.002.

Reynolds MA, Kruszon-Moran D, Jumaan A, Schmid DS,
McQuillan GM. Varicella seroprevalence in the U.S.: data from
the National Health and Nutrition Examination Survey, 1999-
2004. Public Health Rep. 2010 Nov-Dec; 125 (6): 860-9. DOI:
10.1177/003335491012500613.

Lessler J, Metcalf CJE, Cutts FT, Grenfell BT. Impact on Epidemic
Measles of Vaccination Campaigns Triggered by Disease
Qutbreaks or Serosurveys: A Modeling Study. PLoS Med. 2016;
13: 1-14. DOI: 10.1371/journal.pmed.1002144.

Edmunds WJ1, Pebody RG, Aggerback H, Baron S,
Berbers G, Conyn-van Spaendonck MA et al. The
seroepidemiology of diphtheria in western Europe. ESEN Project.
European Sero-Epidemiology Network. Epidemiol Infect. 2000;
125: 113-25.

Ramsay M1, Gay N, Miler E, Rush M, White J, Morgan-
Capner P et al. The epidemiology of measles in England and
Wales: rationale for the 1994 national vaccination campaign.
Commun Dis Rep CDR Rev. 1994 Nov 11; 4 (12): R141-6.

Gay NJ, Hesketh LM, Morgan-Capner P, Miller E. Interpretation
of serological surveillance data for measles using mathematical
models: implications for vaccine strategy. Epidemiol Infect. 1995;

109.

110.

111.

112.

113.

114.

115.

116.

117.

115 (1): 139-56.

Osborne K1, Gay N, Hesketh L, Morgan-Capner P, Miller E. Ten
years of serological surveillance in England and Wales: methods,
results, implications and action. Int J Epidemiol. 2000; 29: 362-8.
Gilbert GL1, Escott RG, Gidding HF, Turnbull FM, Heath TC,
Mclintyre PB et al. Impact of the Australian Measles Control
Campaign on immunity to measles and rubella. Epidemiol Infect.
2001; 127: 297-303.

Campbell M. Young adult measles vaccination. Commun Dis
Intell. 2000 Aug; 24 (8): 241-2.

De Melker HE, van Lier EH. The National Immunisation
Programme in the Netherlands; developments in 2008. RIVM
report 210021009/2009. Bilthoven, the Netherlands: RIVM; 2009.
Markowitz LE, Sternberg M, Dunne EF, McQuillan G, Unger ER.
Seroprevalence of human papillomavirus types 6, 11, 16, and 18
in the United States: National Health and Nutrition Examination
Survey 2003-2004. J Infect Dis. 2009 Oct 1; 200 (7): 1059-67.
DOI: 10.1086/604729.

Diedrich S, Weinbrecht A, Schreier E. Seroprevalence and
molecular epidemiology of enterovirus 71 in Germany. Arch Virol.
2009; 154 (7): 1139-42. DOI: 10.1007/s00705-009-0413-x.
Prins-Van  Ginkel AC, Berbers GAM, Grundeken LH,
Tcherniaeva |, Wittenberns JI, Elberse K et al. Dynamics and
determinants of pneumococcal antibodies specific against 13
vaccine serotypes in the pre-vaccination era. PLoS One. 2016
Jan 21. DOI: 10.1371/journal.pone.0147437.

Smits GP, Van Gageldonk PG, Schouls LM, Van der Kiis
FRM, Berbers GAM. Development of a bead-based multiplex
immunoassay for simultaneous quantitative detection of IgG
serum antibodies against measles, mumps, rubella, and varicella-
zoster virus. Clin. Vaccine Immunol. 2012; 19 (3): 396-400. DOI:
10.1128/CVI.05537-11.

Lal G, Balmer P, Stanford E, Martin S, Warrington R, Borrow R.

Development and validation of a nonaplex assay for the simultaneous

118.

119.

120.

121.

122.

128.

124.

125.

quantitation of antibodies to nine Streptococcus pneumoniae
serotypes. J Immunol Methods. 2005 Jan; 296 (1-2): 135-47.
DOI: 10.1016/}.jim.2004.11.006.

Luminexcorp.com [HTepHeT]. Luminex Corporation; ¢c2006—
2017 [npoupnTtupoBaHo B ceHTs0pe 2017 1.]. The xXMAP cookbook.
3rd ed. ocTynHo no cebinke: http://info.luminexcorp.com/en-us/
download-the-xmap-cookbook

Biagini RE, Schlottmann SA, Sammons DL, Smith JP,
Snawder JC, Striley CA et al. Method for simultaneous
measurement of antibodies to 23 pneumococcal capsular
polysaccharides. Clin Diagn Lab Immunol. 2003 Sep; 10 (5):
744-50.

Wild D, editor. The immunoassay handbook.4th ed. Elsevier;
2013.

van Gageldonk PG, van Schaijk FG, van der Klis FR, Berbers GA.
Development and validation of a multiplex immunoassay for the
simultaneous determination of serum antibodies to Bordetella
pertussis, diphtheria and tetanus. J Immunol Methods. 2008 Jun
1; 335 (1-2): 79-89. DOI: 10.1016/j.jim.2008.02.018.

Pickering JW, Martins TB, Greer RW, Schroder MC, Astill ME,
Litwin CM et al. A multiplexed fluorescent microsphere
immunoassay for antibodies to pneumococcal capsular
polysaccharides. Am J Clin Pathol. 2002 Apr; 117 (4): 589-96.
DOI: 10.1309/4KEH-AGY7-UT5H-41XJ.

Pickering JW, Martins TB, Schroder MC, Hill HR. Comparison
of a multiplex flow cytometric assay with enzyme-linked
immunosorbent assay for quantitation of antibodies to tetanus,
diphtheria, and Haemophilus influenzae type b. Clin Diagn Lab
Immunol. 2002 Jul; 9 (4): 872-6. DOI: 10.1128/CDLI.9.4.872-
876.2002.

Elberse KE, Tcherniaeva |, Berbers GA, Schouls LM. Optimization
and application of a multiplex bead-based assay to quantify
serotype-specific  IgG against Streptococcus pneumoniae
polysaccharides: response to the booster vaccine after
immunization with the pneumococcal 7-valent conjugate vaccine.
Clin Vaccine Immunol. 2010 Apr; 17 (4): 674-82. DOI: 10.1128/
CVI.00408-09.

Brodin P, Davis MM. Human immune system variation. Nat Rev
Immunol. 2017; 17: 21-9. DOI: 10.1038/nri.2016.125.

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU



REVIEW | IMMUNOLOGIC MEMORY

126.

127.

128.

129.

130.

131.

132.

1383.

134.

135.

136.

137.

138.

139.

140.

141.

142.

Weinberger B, Herndler-Brandstetter D, Schwanninger A,
Weiskopf D, Grubeck-Loebenstein B. Biology of immune
responses to vaccines in elderly persons. Clin Infect Dis. 2008
Apr 1; 46 (7): 1078-84. DOI: 10.1086/529197.

Gibson KL, Wu YC, Barnett Y, Duggan O, Vaughan R,
Kondeatis E et al. B-cell diversity decreases in old age and is
correlated with poor health status. Aging Cell. 2009 Feb; 8 (1):
18-25. DOI: 10.1111/.1474-9726.2008.00443.x.

Britanova QV, Shugay M, Merzlyak EM, Staroverov DB,
Putintseva EV, Turchaninova MA et al. Dynamics of Individual T Cell
Repertoires: From Cord Blood to Centenarians. J Immunol. 2016
Jun 15; 196 (12): 5005-13. DOI: 10.4049/jimmunol.1600005.
Gavazzi G, Krause KH. Ageing and infection. Lancet Infect Dis.
2002 Nov; 2(11):659-66.DOI: 10.1016/S1473-3099(02)00437-1.
Ahmed M, Lanzer KG, Yager EJ, Adams PS, Johnson LL,
Blackman MA. Clonal expansions and loss of receptor diversity
in the naive CD8 T cell repertoire of aged mice. J Immunol. 2009
Jan 15; 182 (2): 784-92.

Chen WH, Kozlovsky BF, Effros RB, Grubeck-Loebenstein B,
Edelman R, Sztein MB. Vaccination in the elderly: animmunological
perspective. Trends Immunol. 2009 Jul; 30 (7): 351-9. DOI:
10.1016/j.it.2009.05.002.

Chen TH, Lee F, Lin YL, Dekker A, Chung WB, Pan CH et at.
Differentiation of foot-and-mouth disease-infected pigs from
vaccinated pigs using antibody-detecting sandwich ELISA. J Vet
Med Sci. 2011 Aug; 73 (8): 977-84.

Hollinger FB, Liang TJ. Hepatitis B virus. In: Knipe DM,
Howley PM, Griffin DE, Martin MA, Lamb RA, Roizman B. Fields
Virology. Vol. 4. Philadelphia: Lippincott-Raven Publishers; 2001.
Qiu J, Wang W, Wu J, Zhang H, Wang Y, Qiao J. Characterization
of periplasmic protein BP26 epitopes of Brucella melitensis
reacting with murine monoclonal and sheep antibodies. PLoS
One. 2012; 7 (3): e34246. DOI: 10.1371/journal.pone.0034246.
Tkachuk AP, Gushchin VA, Potapov VD, Demidenko AV, Lunin VG,
Gintsburg AL. Multi-subunit BCG booster vaccine GamTBvac:
Assessment of immunogenicity and protective efficacy in murine
and guinea pig TB models. Cardona P-J, ed. PLoS ONE. 2017;
12 (4): e0176784. DOI: 10.1371/journal.pone.0176784.

Carter MJ, Mitchell RM, Sauteur PMM, Kelly DF, Truck J. The
antibody-secreting cell response to infection: Kinetics and clinical
applications. Front Immunol. 2017 Jun 1; 8: 630. DOI: 10.3389/
fimmu.2017.00630.

Whitworth HS, Scott M, Connell DW, Dongés B, Lalvani A. IGRAs-
-the gateway to T cell based TB diagnosis. Methods. 2013 May
15; 61 (1): 52-62. DOI: 10.1016/j.ymeth.2012.12.012.

Huo Z, Peng L. Accuracy of the interferon-y release assay for
the diagnosis of active tuberculosis among HIV-seropositive
individuals: a systematic review and meta-analysis. BMC Infect
Dis. 2016 Jul 22; 16: 350. DOI: 10.1186/s12879-016-1687.
Chattopadhyay PK, Roederer M. A mine is a terrible thing to
waste: high content, single cell technologies for comprehensive
immune analysis. Am J Transplant. 2015 May; 15 (5): 1155-61.
DOI: 10.1111/ajt.13193.

Lundberg M, Eriksson A, Tran B, Assarsson E, Fredriksson S.
Homogeneous antibody-based proximity extension assays
provide sensitive and specific detection of low-abundant proteins
in human blood. Nucleic Acids Res. 2011 Aug; 39 (15): e102.
DOI: 10.1093/nar/gkr424.

Frei AP, Bava FA, Zunder ER, Hsieh EW, Chen SY, Nolan GP et al.
Highly multiplexed simultaneous detection of RNAs and proteins
in single cells. Nat Methods. 2016 Mar; 13 (3): 269-75. DOI:
10.1038/nmeth.3742.

CemeHeHko T. A. Ponb 6aHka CbIBOPOTOK KPOBY B cuUCTeMe B1o-
nlorn4eckon 6e3onacHocTV cTpaHbl. BecTHnk PocagpasHanzo-
pa. 2010; (3): 55-8.

BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU

143.

144.

145.

146.

147.

148.

149.

150.

151.

152.

1583.

154.

155.

156.

157.

CanuTtapHo-anuaemuonoridecke npasuna  Cl 1.3.2322-08
«besonacHocTb pPaboTbl ¢ MUKpoopraHmamamu llI-IV rpynn nato-
FeHHOCTW (OMAaCHOCTW) 1 BO3BYAUTENSMM Mapa3nTapHbIX 6ones-
Helt. CaHuTapHO-3aNnaeMmnonorn4eckre npasmna». Beegerst Mo-
CTaHOBJIEHMEM NaBHOIO FOCYAAPCTBEHHOMO CaHUTapHOro BpaYa
P® ot 28 aHBaps 2008 1. Ne 4.

MeTogmdeckne ykazanus MY 1.3.2569-09 «OpraHnsauys pa-
60Tbl Nnabopatopuii, UCMOMAB3YIOLLMX METOAbl aMmiaMduKaLm
HYKEVHOBBIX KUCNOT Npy paboTe C MaTepuasioM, coaepxaLLiyiv
MUKpoopraHnamel | - IV rpynn natoreHHocTn. Metogudeckme
ykagaHus». M.: PocnotpebHansop; 2009. 42 c.

[naHu C. Meauko-6unonornyeckast ctatuctvka. M.: [NpakTuka;
1999. 462 c.

®enbabniom V. B. BakuyHonpodunakTka kKak »xumaHecbepera-
foLLas TEXHOMOMMS Y MHCTPYMEHT AemMorpadHeckort MOMUTUKK.
Snuaemronorns 1 MHMEKLMOHHbIE 6onesHn. AKTyanbHble BO-
npocel. 2011; 2: 12-7.

CemeHeHko T. A., Pycakosa E. B., LLlepbakoB A. I, langapeH-
ko A. 1., TotBsiHckas T. ., EBceesa J1. ®. n ap. CocTosiHWe nomny-
JIALMOHHOIO UMMYHWUTETA B OTHOLLIEHWI YNPaBASAeMbIX MHEKLMNA
(no matepuanam bBaHka CbIBOPOTOK KpOBW). SNMAEMUONorus 1
NHEKUMOHHbIE 6oNe3HW. AKTyabHble Bonpochl. 2012; 6: 10-5.
Mollema L, Smits GP, Berbers GA, Van Der Klis FR, Van
Binnendijk RS, De Melker HE et al. High risk of a large measles
outbreak despite 30 years of measles vaccination in The
Netherlands. Epidemiol Infect. 2014 May; 142 (5): 1100-8. DOI:
10.1017/50950268813001532.

Mroz T, Mancini D, Popkin BM. Monitoring Economic Conditions
in the Russian Federation: The Russia Longitudinal Monitoring
Survey 1992-1998. Report. Chapel Hill, N. C.: Carolina Population
Center; 1999.

Bonuoe C. A., HYazos E. 1., LLnaxTto E. B., LLanskHoBa C. A.,
KoHpagn A. O., Kapnos HO. A. 1 gp. Snnaemmonorus cepaed-
HO-COCYOMCTbIX 3ab0neBaHWin B pas3nnyHbIX pervioHax Poccum
(OCCE-P®). O6ocHOBaHME 1 An3aiH nccnegoBaHus. MNpodunak-
Tudeckas MeauumHa. 2013; 16 (6): 25-34.

Centers for Disease Control Prevention (CDC) [IHTepHeT]. Atlanta,
GA: CDC [npouutnposaHo B ceHTsiope 2017 r.]. National Health
and Nutrition Examination Survey. LJocTynHo no ccbinke: https://
www.cdc.gov/nchs/nhanes/index.htm

Wu JT, Ho A, Ma ES, Lee CK, Chu DK, Ho PL et al. Estimating
infection attack rates and severity in real time during an influenza
pandemic: analysis of serial cross-sectional serologic surveillance
data. PLoS Med. 2011 Oct; 8 (10): e1001103. DOI: 10.1371/
journal.pmed.1001103.

Seroepidemiological studies of pandemic influenza A (H1N1)
2009 virus. WKly Epidemiol Rec. 2010 Jun 11; 85 (24): 229-35.
PMID:20545056.

CemeHoB b. ®., 3BepeB B. B., Xantos P. M. Oxxngaemble co-
ObITVS B pasBuUTUM BakumHonpodunakTuki o 2020-2030 rr.
KypHan Mr1Kpobronorum, anuaeMmonorin U MMMyHOB1oNornm.
2010; 2: 105-11.

LaxanunHa W. J1., Pagyto O. ., Ocunoga J1. A., MNprkasymko-
Ba[. C. SkoHoMMYeckas 9 HEKTVBHOCTb BaKLIMHOMPOMUIaKTU-
KI: METOAVIKA OLIEHKN. DNMAEMMONOTIS N MHIEKLIMOHHbIE 6ones-
HW. 2004; (3): 12-6.

MeTogndeckre ykasaHua MY 3.3.1878-04  «/mmyHonpodu-
NaKTVKa MHAEKUMOHHBIX BonesHen. SkoHoMmYeckast adpdek-
TVMBHOCTb BaKLMHONMPOMUNakTk. MeToanyeckre ykasaHus».
YTBEP>KAEHDBI MaBHbIM FOCYAAPCTBEHHBIM CaHUTAPHbIM Bpa4oMm
P® 4 mapta 2004 .

BektummnpoBs T. A. SKOHOMUYECKIME MPUOPUTETLI BaKLIMHOMPOgU-
JaKTUKIN — OMbIT pasHbix cTpaH. bronneteHs «BakunHaums. Hoso-
CTW BaKUMHONpodunaxkTkmn», 2000; 1 (7): 14-20.




ORIGINAL RESEARCH | IMMUNOLOGIC MEMORY

IMMUNOLOGICAL MEMORY FORMED IN RESPONSE TO ADMINISTRATION
OF GamTBvac RECOMBINANT TUBERCULOSIS VACCINE CANDIDATE:
CLINICAL TRIALS IN HEALTHY VOLUNTEERS
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So far BCG, a live attenuated Mycobacterium bovis strain remains the only available vaccine for tuberculosis prevention and
control. Although BCG is effective against miliary tuberculosis and tuberculous meningitis in children, it barely protects adults
and adolescents from the pulmonary form of the disease or reactivation of the latent infection. Still, its effectiveness can be
increased by using recombinant booster vaccines containing both M. bovis and M. tuberculosis antigens. This article reports
preliminary data on the safety and immunogenicity of a recombinant vaccine candidate, GamTBvac, developed for tuberculosis
prevention. Its immunogenicity was studied in 12 volunteers. Over the course of 20 weeks following GamTBvac administration,
we measured cell-mediated and humoral immune responses using interferon-gamma release assays and multiplex xMAP-
based immunoassays. On day 140 after the first administration of the vaccine, 10 participants of the study (83 %) still showed
a positive cellular response to all antigens contained in the vaccine. Both sense antigens CFP10 and ESAT6 induced production
of IgG antibodies between days 98 and 140 of the observation. The Ag85 antigen induced a relatively weak humoral response.
On the whole, the recombinant GamTBvac is safe and activates cell-mediated and humoral components of the adaptive
immunity, forming immunological memory.
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MMMYHOJIOTMYECKASA NAMATb, ®OPMUNPYEMAA B OTBET HA
BAKUVMHALMIO NPOTUBOTYBEPKY/IESHOW PEKOMBUHAHTHOW
BAKUWNHOWN «ramTBBak»: KMIMHUYECKUE NCCNEOOBAHUSA BAKLVHDI
HA 34O0POBbIX JOBEPOBOJIbLIAX
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HaumoHanbHbI nccnenoBaTenbCKui LEHTP anMaeMnMonorimn 1 MMKPOBMOorin UMeH NoYeTHOro akagemuka H. @, famanen, Mocksa

2 IHCTUTYT MONEKYNSPHOM MEAULIHDI,
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S Kadrenpa Bupyconorumn, Gronorn4eckunin hakynsrer,

MOCKOBCKWMIN rOCYAaPCTBEHHbI YHMBEPCUTET UMeHM M. B. JlomoHocosa, Mocksa
B HacTosLee Bpemst ANHCTBEHHOM MPUMEHSIEMON B MPE BaKLIMHOW MPOTUB TyGepkynesa asnsetcd BLPK — xxuBon atTeHym-
pOBaHHbIN LWTamm Mycobacterium bovis. OHa 3alpmiaeT OeTen OT MUIMAPHOro TybepKynesa 1 Ty6epKyne3HOro MEHNHINTE,
HO He ybeperaeT B3pOC/bIX OT IErOHHOr0 TyOepKynesa 1 peakTnBaLm nateHTHON hopmbl MHAeKUmW. [ noBbIerrs agd-
(heKTMBHOCTY BaKLMHbI BLIK y B3pOCbIX 1 MOAPOCTKOB pa3padaTbiBatoTCst PEKOMOVHAHTHbIE OyCTEPHbIE BaKLIMHbBI, HECYLLINE
aHTUreHbl kak M. bovis, Tak u M. tuberculosis. B cTaTbe NpUBOAATCS NMepBble AaHHble O 6e30MaCHOCTU U UIMMYHOMEHHOCTH
KaHOMOATHON PEKOMOUMHAHTHON BaKLMHbI ANs MpodunakTukm Tybepkynesa «famTbBak». V3ydann MMMyHOreHHOCTb mpe-
naparta Ha 12 gobposornblax. OueHKy MPOBOAWN MO U3MEHEHNIO Y UCMbITYEMbBIX MAPaMETPOB KITETOYHOMO U YMOPaSIbHO-
ro uMmyHuteTa (Metopamn IGRA-TECT 1 MyABTUMAEKCHBIM MMYHOMOr4ecknin XMAP aHann3 COOTBETCTBEHHO) B TEYEHWE
20 Hepn. nocne BeefdeHus npenapaTta. Ha 140-1 aeHb ¢ MoMeHTa nepBolt BakumHauumn y 10 (83 %) 13 12 MMMyHU3MPOBaHHbBIX
«famTbBak» 006POBOMLLEB COXPAHSNCS MOMOXUTENBHBIN KNETOYHbIN OTBET Ha BCE aHTUrEHbl, BXOASLLME B COCTAB BakUM-
Hbl, MO CPABHEHWIO C YPOBHEM A0 BakumHaumm. O6a cMbicnoBbix aHTUreHa CFP10 n ESAT6 vHOyumMpoBany OOCTOBEPHYHO
BbIpaboTky IgG aHTuTen ¢ 98-ro n 140-ro gHen HabmogeHUss COOTBETCTBEHHO. AHTUreH Ag85A Bbi3biBasT CPABHUTENBHO
HU3KMI r'yMOpasibHbIA OTBET. B Lienom, nsydaemas pekoMbrnHaHTHasa BakumHa «famTbBak» obrnagaeT HEOOXOAUMBIM YPOBHEM
6€30MacHOCTU 1 aKTUBMPYET KNETOYHOE 1 FyMOPasIbHOE 3BEHbST AanTUBHOIO UMMYHUTETA, POPMUPYET KNETOUHYHO MaMsThb.
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According to the estimates in [1], tuberculosis has killed over
1 billion people in the past 200 years — more than smallpox,
plague, malaria, influenza, cholera and AIDS combined. By
the end of the 19th century, one in every five deaths was
tuberculosis-related [1]. The situation improved after the BCG
(Bacillus Calmette—Guérin) vaccine was introduced in the
1920s. It was hoped that tuberculosis would be completely
eradicated, given a drastic decrease in incidence rates in
Europe and the US [2]. But that did not happen, largely due
to the properties of the BCG vaccine itself. For example, it was
discovered that although BCG does protect children from miliary
tuberculosis and tuberculous meningitis, it still offers limited
protection from the aerosol infection to teenagers and adults.
Besides, effectiveness of vaccination varies across regions,
from high in Europe and North America to almost negligible
in the equatorial areas [2]. Thereby, although tuberculosis is
curable and preventable, it still remains one of the top three
causes of death from infection. In 2015, 10.4 million new cases
of active TB were reported, and at least 1.8 million people died
from this disease [3].

One of the troubling aspects of tuberculosis is the increasing
incidence of its multidrug-resistant forms. In 2015 about half
a million new cases of multidrug-resistant tuberculosis (MDR
TB) were reported. Unfortunately, therapies for MDR TB are
very expensive (over $ 10,000 per treatment course), with
successful treatment outcomes of only 50 %. Experts estimate,
that today about 50 million people all over the world have latent
MDR TB. The probability of its reactivation throughout life is
over 10 % [4]. MDR tuberculosis is a pressing issue in Russia.
A joint contribution of India, China and Russia to the global
incidence rate is 45 % [3]. In Russia alone incidence remains as
high as 115 cases per 100,000 people, going up to 160 cases
in some regions [5].

WHQ's global plan is to reduce TB incidence and mortality
by 90 % and 95 %, respectively, by 2035 [3]. This ambitious
goal cannot be achieved without novel effective vaccines.
Recombinant vaccines containing Mycobacterium tuberculosis
antigens, some of which are present in BCG, make up the large
proportion of all vaccines developed today [6]. These vaccines
are boosters aimed to reinforce the immune response previously
induced by BCG and are not intended for primary immunization
of neonates, which determines their antigen composition [7].
One of such vaccines is the recombinant GamTBvac containing
two mycobacterial antigen fusions (Ag85A and ESAT6-CFP10)
with dextran-binding domain (DBD) immobilized on dextran.
The adjuvant is represented by DEAE-dextran core and CpG
oligonucleotides (TLR9 antagonist). Rationale for vaccine
composition and formulation can be found in our previous
work [8].

Preclinicalstudieshave demonstratedstrongimmunogenicity
and efficacy of GamTBvac in mice and guinea pigs [8].
GamTBvac has been shown to confer protection against the
H37Rv strain of M. tuberculosis under aerosol and intravenous
challenges. As anticipated, GamTBvac was particularly effective

Concentrations of antigens used for coupling to microspheres
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when used as a booster in animals who received a BCG prime.
Following the successful completion of the preclinical trial,
we obtained an approval from the Ministry of Healthcare of
the Russian Federation (authorization ID 179 dated April 10,
2015) to initiate a clinical study (CS) of GamTBvac’s safety
and immunogenicity in BCG-vaccinated healthy volunteers.
The protocol of the study is available in the international
database NIH [9]. Below we report the first results of this study.

METHODS
Clinical study design and protocol

The clinical study was conducted in compliance with the laws
of the Russian Federation and in accordance with domestic
and international regulations and ethical standards [10-13].
QOur phase I/lIA study of immunogenicity and safety recruited
60 healthy BCG-vaccinated male and female volunteers
aged 18 to 49 years. The study was designed to have three
stages (Fig. 1). Among the exclusion criteria at screening
(besides ongoing drug therapies and acute conditions) was a
positive QuantiFERON-TB Gold (Qiagen, USA) test for latent
tuberculosis [14, 15]. In the first stage, we studied safety of a
single GamTBvac dose in 24 volunteers; of them 12 participants
received a placebo, and 12 other — 1/4 of the anticipated
dose. To evaluate vaccine safety, participants were followed for
adverse effects (according to WHO'’s classification [16]) for 20
weeks after the injection. Medical checkups included physical
examination, ECG, blood and urine tests, chest X-ray, etc. In
the second stage of the CS, we evaluated immunogenicity of
GamTBvac in 12 volunteers who received two injections of
the vaccine (1/4 of the anticipated dose each) separated by
a 2-month interval. Dynamics of humoral and cell-mediated
immune responses was monitored for 20 weeks following
vaccination. The third stage of the CS aiming to determine the
optimal dosage is still ongoing, and its results are not included
in this work. It is being carried out in 24 other volunteers, of
whom 12 have already received half of the anticipated dose
and 12 other — the maximal (full) dose of the vaccine.

Expression and cloning of recombinant
M. tuberculosis antigens

To induce expression of Ag85A and ESAT6-CFP10 antigens
fused with dextran-binding domain [8], we used BL21(DE3)
pLysS cells of Escherichia coli. The agitated cultures were
grown in Lysogeny Broth (LB) containing 100 ug/ml ampicillin
and 25 ug/ml chloramphenicol, at 37 °C. Once the cultures
reached the optical density of 0.7-1 (at 600 nm), antigen
expression was induced by adding to the suspension isopropyl
B-D-1-thiogalactopyranoside (IPTG) at a final concentration of
0.5 mM and incubating the cultures at 30 °C for 4 hours, with
agitation. Then the E. coli culture was centrifuged for 20 min
at 6,000 g and 4 °C. The bacterial pellet was lysed in a buffer

Antigen Selected concen:;eitig;;(;]re(;g:pling, ug per 108 Microsphere region
DBD-ESAT6-CFP10 5 61
CFP-10 20 33
ESAT-6 10 25
DBD 20 55
DBD-Ag85A 20 67
Ag85A 20 42
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containing 20 mM Tris-HCI pH 8, 200 mM NaCl, Triton-X100
0.1 %; after the cells were lysed, lysozyme was added to the
buffer at a final concentration of 25 pg/ml; the mixture was
incubated for 30 min at RT and then sonicated. Recombinant
antigens were isolated either from the pellet after the lysis step
or from supernatant. The lysate was centrifuged at 17,000 g
for 20 min.

Ag85A-his8, DBD-his8, and ESAT6-his8 antigens were
isolated from lysed bacterial cultures carrying the expression
vector pET42b coding for M. tuberculosis proteins. The
expressed proteins aggregated into insoluble inclusion bodies.
Before dissolving the bodies in the buffer containing 8 M urea,
we purified them three times in a lysing buffer to remove soluble
and insoluble admixtures and pelleted by centrifugation. The
micobacterial antigens dissolved in 8M urea were pulse-
renaturated and run through the affinity column HisPrep FF
16/10 (GE, USA) for purification according to the manufacturer’'s
protocol.

The antigen CFP10 was isolated from the lysates of
bacterial cultures carrying the expression vector pTXB1 coding
for CFP10. The soluble CFP10 protein was purified using
the affinity matrix Chitin Resin (NEB, USA) according to the
manufacturer’s protocol.

Evaluation of cell-mediated immunity

To quantify the T-cells sensitive to M. tuberculosis antigens, the
interferon-gamma release assay (IGRA) was performed [17, 18]
modified as described in [19]. Briefly, 100 pl of whole blood
were collected into a vacuum tube containing lithium heparin
anticoagulant and the leukocyte fraction and introduced to
600 pl of the complete growth medium (90 % of medium
199, 10 % of fetal bovine serum, 2 mM L-glutamine, 10 mM
HEPES, 50 ug/ml gentamicin sulfate (all ingredients by PanEco,
Russia). The resulting sample was divided into 4 aliquots. The
recombinant antigens DBD-Ag85A and DBD-ESAT6-CFP10
contained in GamTBvac were added to 2 of the 4 aliquots
at a final concentration of 50 pg/ml. One of the remaining
aliquots was supplemented with concanavalin A (extracted
from Canavalia ensiformis; Sigma-Aldrich, Germany) which
non-specifically induces production of IFN by lymphocytes.
This sample was used as a positive stimulation control. In the
last aliquot 20 mM sterile salt-free TRIS, pH 7.5 was placed,
and used as a negative control. In total, 4 stimulation reactions
were run in separate tubes per blood sample: with antigens
DBD-Ag85A and DBD-ESAT6-CFP10, and positive/negative
controls. Blood-containing growth media with live lymphocytes,
stimulating antigens and controls were incubated for 72 hours
under sterile humid conditions at +37 °C. Upon incubation,
interferon gamma was quantified using A-8752 gamma-
interferon-ELISA-BEST kit (Vector-Best, Russia). Increased
levels of interferon gamma as compared to the levels of its
spontaneous production in the negative control were regarded
as a positive response to stimulation [15, 19]. For each of 12
volunteers who participated in this stage of our study, blood
was collected before vaccination (day 0) and on days 1, 42, 683,
98 and 140 after it.

Suspension immunoassay for measuring humoral immunity

For serology-based quantification of antibodies to Ag85A,
ESAT6, CFP10 and DBD and their fusions DBD-Ag85A and
DBD-ESAT6-CFP10, we used the obtained recombinant
proteins and 6 xMAP-based monoplex assays (Luminex
Corporation, USA) [20].

The optimal quantities of (fusion) antigens (5 to 20 ug
per10°® microspheres) were coupled to 6 microsphere sets
(see the Table) through carbodiimide reactions according to
the protocol described in The xMAP Cookbook, 3rd ed. by
Luminex [20].

Microspheres (1 x 109 were activated in 80 pl of the
activation buffer (0.1 M NaH,PO,, pH 6.2) containing 10
of 50 pg/ml (in dH,0) 1-ethyl-3-[3-dimethylaminopropy!
carbodiimide hydrochloride (EDC) and 10 pl of 50 ug/ml
(in dH20) N-hydroxysulfosuccinimide sodium salt (s-NHS)
for 20 min at 25 °C by rotation at 20 rpm. The activated
microspheres were washed twice and resuspended in 500 pl
of the coupling buffer (50 mM MES, pH 5.0), and the target
antigens were added to the suspension. The microspheres
were further incubated for 2 h in the dark at 25 °C, with mixing
by rotation, and washed three times in the blocking buffer, then
resuspended in 1 ml of the storage buffer and stored for at least
16 h until further analysis. The microspheres were counted
using the automated cell counter TC20 (Bio-Rad Laboratories,
USA). The blocking/storage buffer was PBS-TBN (PBS, 0.1 %
BSA, 0.02 % Tween-20, 0.05 % NaN,).

The indirect serological assay was run as recommended in
[20]. Fifteen ul of PBS-TBN with 2,500 microspheres per region
and 50 pl serum prediluted with PBS-TBN 50-fold (to a final
concentration of 1 : 100) were placed into a well of a 96-well
Microlon flat bottom clear polystyrene plate (Greiner, Austria).
The mixture was incubated in the thremoshaker PST-60HL-4
(Biosan, Latvia) for 60 min at +25 °C and 800 rpm and then
washed using the handheld magnetic separator MILLIPLEX
(Merck Millipore, Germany). Briefly, 100 pl PBS-TBN were
added into each well and the plate was left in the shaker for
30 seconds at 800 rpm for separation; 2 washing cycles were
run (washing steps were the same throughout this part of the
experiment). Then microspheres were resuspended in 50
PBS-TBN and combined with 50 pl of 5 ug/ml (in PBS-TBN)
anti-human IgG goat antibodies conjugated with phycoerythrin
(One Lambda/Thermo Fisher Scientific, USA). The final dilution
of the conjugate in each well was 2.5 pg/ml. The suspension
was incubated in the thermoshaker for 30 min at +25 °C
and 800 rpm and washed. The washed microspheres were
resuspended in 100 pl PBS-TBN. Results were processed
using MAGPIX (Luminex, USA). For the analysis, we used a
minimum of 100 microspheres of the same region per well.

Results of antibody quantification were expressed as MFI
(median fluorescence intensity). For each sample, negative
control (normal rabbit serum) was subtracted from the raw
value. For each of 12 volunteers who participated in this stage
of our study, blood was collected and antibodies to all studied
antigens were quantified before vaccination (day 0) and on
days 1, 42, 63, 98 and 140 after it.

Statistical processing

Data were statistically processed in MS Excel and GraphPad
Prism 6. Significance of differences for humoral and cell-
mediated responses was determined using the Wilcoxon
matched-pairs test. Difference was considered significant
at p < 0.05.

RESULTS

Safety of GamTBvac administered in the minimal dose

No (serious) adverse effects were registered in the course of
our clinical study (Fig. 1). All abnormalities in lab tests and
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Healthy BCG-vaccinated male and
female volunteers aged 18 to 49 years

Screening:

QuantiFERON TB-Gold assay, chest X-ray, HIV/hepatitis, RW

v

Number of screen failures: 10;

Number of stud
Y Reason: latent TB

participants: 60

Stage 1. Study of safety:
12 participants: a single injection of 0.25 of the anticipated dose
12 participants: a single injection of placebo

2015 Day of observation
T T T T T T T T T T

013 7 14 42 57 63 98 140

Injection of
T vaccine/placebo

Tests and examinations: — Neurological examination

— Vitals: heart rate, blood pressure, body temperature; - Blood count

— Physical examination (general, auscultation) — Blood chemistry test

— Urine drug test, breath alcohol test — Urine test
— Urine pregnancy test (women)
-ECG

— Adverse effects

i Resolution of the Independent Committee on vaccine safety

Stage 2. Study of immunogenicity of the minimal vaccine dose:
12 participants: two injections of 0.25 of the anticipated dose

2016 56 Day of observation
> T T T : T T T
lo 1 42 | 63 98 140
Injection of 0.25 of the Injection of 0.25 of the
anticipated dose anticipated dose

Additional tests:
— IGRA (evaluation of T-cell immunity)
— Quantification of antibodies to ESAT6, CFP10, Ag85a, DBD, DBD-ESAT6-CFP10, DBD- Ag85a

i Resolution of the Independent Committee on vaccine safety and dose escalation

Stage 3. Dose selection and in-depth study of immunogenicity
12 participants: two injections of 0.5 of the anticipated dose
12 participants: two injections of the full dose

2017 56 Day of observation
) T T T L T T T
lo 1 42 | 63 98 140
Injection of 0.5-1 of the Injection of 0.5-1 of the
anticipated dose E anticipated dose

Additional tests:
- Evaluation of T-cell proliferation (cytometry)
- Evaluation of T-cell immunity (transcriptome analysis)

Fig. 1. The schematic of the study design. Stages 1 and 2 of the study reported in this article are shown in bold
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ECG were found clinically insignificant by the experts of the
authorized clinical facility [9]. Six participants reported post-
vaccination redness at the injection site 24 h after the injection,
persisting for no longer than 3 days. This adverse effect is
described in the vaccine information leaflet and classified
as mild by WHO [16]; therefore, it was regarded as clinically
insignificant. In the light of the above, we conclude that % of
the anticipated GamTBvac dose [8] containing 0.006 mg of the
antigen protein DBD-Ag85A (the mycobacterial protein Ag85A
fused with dextran-binding domain), 0.006 mg of the antigen
protein DBD-ESAT6-CFP10 (the mycobacterial protein ESAT6
fused with the mycobacterial CFP10, fused with dextran-
binding domain), 2.5 mg of 500 kDa dextran; 0.125 mg of
500 kDa DEAE-dextran and 0.0375 mg of CpG-oligonucleotides
(5’-ggGGGACGA:TCGTCgggggg-3’) has a high degree of
safety.

Cell-mediated immunity

Cell-mediated immunity plays a key role in protecting the
host from tuberculosis, therefore, evaluation of vaccine
immunogenicity should be in the first place account for the cell-
mediated immune response to a vaccine [6, 21, 22]. Normally,
immunogenicity is evaluated by measuring secretion of INF-y
in response to its stimulation with antigens contained in the
vaccine. The most common methods used for this purpose
are IGRA, ELISPOT (Enzyme-Linked ImmunoSpot) and flow
cytometry. In this study we used a modified IGRA.

While studying INFy secretion by T lymphocytes in response
to the stimulation with recombinant M. tuberculosis antigens, we
discovered that both antigens contained in the vaccine (DBD-
Ag85A and DBD-ESAT6-CFP10) induce significantly increased
production of INFy (Fig. 2, A, B). A reliably increased response
to DBD-Ag85A was observed after the first immunization,
starting form day 42. Because Ag85A is expressed by
M. bovis and all volunteers were previously vaccinated with
BCG as recommended by the national immunization schedule,
early cell-mediated response to Ag85A can be explained by a
booster effect of GamTBvac [9]. The cell-mediated response
to DBD-ESAT6-CFP10 became more pronounced a month
after the second dose of GamTBvac, starting from day 98.
On day 140 following the first vaccination, 10 (83 %) of 12
GamTBvac-vaccinated participants demonstrated a sustained
cell-mediated response to all antigens contained in the vaccine,
in comparison with that measured before the experiment.

Therefore, we conclude that the antigen composition of
GamTBvac is immunogenic and induces T-cell response. Both
antigen fusions have pronounced immunogenicity, although the
temporal patterns of the immune response are different.

Humoral immunity

The temporal pattern of accumulation of class G antibodies
to the antigens contained in GamTBvac (DBD-Ag85A and
DBD-ESAT6-CFP10) reveals that both antigen fusions (to a
greater or lesser extent) induce secretion of antibodies (Fig. 2,
C—H), but the fusion DBD-ESAT6-CFP10 triggers a stronger
humoral response (Fig. 2, C). Starting from day 63 after the
first dose was administered, the antibody levels increased
significantly. On the final day of the experiment (day 140), 11
(92 %) of 12 volunteers still had antibodies to the DBD-ESAT6-
CFP10 fusion. Analysis of immunogenicity of its components
revealed that both sense antigens CFP10 (Fig. 2, D) and ESAT6
(Fig. 2, E) stimulated production of IgG antibodies between
days 98 and 140 of the experiment, respectively (p** = 0.0022

and p* = 0.034). Interestingly, DBD was also immunogenic,
inducing an earlier response than the sense antigens, starting
from day 63 (Fig. 2, F) after immunization.

Another fusion antigen DBD-Ag85A demonstrated a
relatively low immunogenicity (Fig. 2, G). For this antigen,
significant differences were observed staring from day 98
(p* = 0.041) following the immunization. However, no significant
associations (p > 0.05) between vaccination and production
of IgG antibodies to Ag85A were observed (Fig. 2, H).

DISCUSSION

Phase | of the clinical study of GamTBvac has demonstrated
that the vaccine has an acceptable safety profile when
administered in the studied doses twice to healthy volunteers
without latent tuberculosis previously vaccinated with BCG. No
serious adverse effects were reported. Redness was observed
in 6 participants at the injection site 24 hours after the injection,
persisting for no longer than 3 days. This adverse effect is
described in the vaccine information leaflet and is classified
as mild by WHO [16]; therefore, it was regarded as clinically
insignificant.

Our study demonstrates that humoral response was induced
in 10 (83 %) of 12 volunteers who received the GamTBvac
vaccine. The fusion DBD-Ag85A enhanced the booster effect
already observed after the first injection (Fig. 2, A). This effect is
apparently associated with Ag85A, because the second antigen
DBD-ESAT6-CFP10 elicited the immune response only after
the second injection (Fig. 2, B). In our study we did not evaluate
separate contributions of each fusion component to the cell-
mediated immune response. However, these contributions
were studied in depth in our previous experiments conducted
in mice [8]. We showed that Ag85A and ESAT6 were the
most immunogenic, while CFP10 induced a less pronounced
response, although still significantly contributing to the booster
effect of the vaccine. We also demonstrated that DBD did
not make a significant contribution to the activation of the
cell-mediated immunity [8]. This is consistent with the results
obtained by other researchers. For example, a few clinical trials
of recombinant vaccines H1, H4 and H56 conducted by the
State Serum Institute (Copenhagen, Denmark) showed that
Ag85 and ESAT6 are highly immunogenic [21-23], triggering
a sustained cell-mediated response that was observed half a
year after the first immunization. Our study demonstrates that
GamTBvac also induces formation of cell memory observed
through day 140 of the study.

Cell-mediated immunity has been conventionally thought
to have a primary role in protection against tuberculosis, but
recently evidence has started to emerge of a more significant
role of humoral immunity [6, 24]. In this light, studies of the
activation of humoral immunity by TB vaccines are becoming
increasingly important. GamTBvac induced humoral response
to all components of the antigen fusion DBD-ESAT6-
CFP10 (Fig. 2, C-F). The earliest and strongest response
was observed for antigen CFP10 (Fig. 2, D), indicating that
CFP10 induces both cell-mediated and humoral immunity. A
statistically reliable response to ESAT6 occurs later and is less
intense, but it appears to make its own contribution to the total
immunogenicity of DBD-ESAT6-CFP10 (Fig. 2, C, E).

Obviously, a sustained strong humoral response to the
“auxiliary” antigen DBD (Fig. 2, F) cannot associated with
protection against TB, but anti-DBD immunoglobulins are
potential candidate serologic markers that can be employed
by population studies or precision medicine, if patient’s
immunization status be unknown.
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Fig. 2. Immunogenicity of the GamTBvac vaccine in 12 volunteers.

(A), (B) Evaluation of cell-mediated immunity. For the analysis we employed a modification of IGRA [19] that measures INFy secretion by whole blood lymphocytes
in response to stimulation with antigens DBD-Ag85A (A) and DBD-ESAT6-CFP10 (B). The value of spontaneous IFNy secretion was subtracted from the raw value.
(C)-(H) x-MAP-based quantification of antibodies to the antigen fusion (C) and its components: CFP10 (D), ESAT6 (E), DBD (F), and DBD-Ag85A (G) and its main
component Ag85A (H). Statistical significance was calculated using the Wilcoxon matched-pairs test. Significant differences over the observation period (*p < 0.05 and
**p < 0.01) are shown in green, in comparison with day 0. Red p-values indicate the absence of significant differences. Vaccination days are represented by blue arrows
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Surprisingly, Ag85A had a low humoral immunogenicity
(Fig. 2, 3). This antigen seems to make a zero contribution
to the total immunogenicity of the fusion DBD-Ag85A
(Fig. 2, G). Previously, Ag85A was shown to induce high
antibody titers both in BCG-unvaccinated and vaccinated
animals [8]. The absence of humoral response may be explained
by the incorrect folding of Ag85A used for coupling with xMAP
microspheres. On the other hand, some of the volunteers had
stably high antibody titers throughout the study, which may
disprove this supposition. Possibly, increased antibody titers
induced by BCG vaccination rapidly eliminate small amounts of
antigen proteins without triggering the booster effect. Each of
these hypotheses needs to be tested further.

As the role of humoral immunity in patients with tuberculosis
is becoming increasingly acknowledged, preclinical and clinical
trials of TB vaccines should focus more on the contribution of
each vaccine component to the elicited humoral response [24].
Unfortunately, the majority of studies of TB vaccines do not
report any findings about antibody response [22, 23] or do not
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ADAPTIVE IMMUNITY AND GENETIC ASPECTS OF TUBERCULOSIS
IN CHILDREN

Plekhanova MA &

Department of Pediatrics, Center of Continuing Professional Education and Retraining,
Omsk State Medical University, Omsk, Russia

Cell-mediated immunity and the cytokine interferon gamma (IFNy) have an important role in promoting host resistance against
tuberculosis-causing mycobacteria (TBM), but the exact mechanism of developing immunity against tuberculosis (TB) is
unknown. In this work we evaluate the immune response in TB and the association between IFNG gene polymorphism
rs2069705 (T-1488C) and the intensity of specific immune reactions in children. The study was conducted in 310 children
below 18 years distributed into 3 groups: the TB group included 110 children with TB confirmed by medical evaluation; the
LTB group consisted of 156 children with latent infection; and the NTB group was represented by 44 non-infected children.
A few immunoassays and molecular-genetic tests were performed; specifically, we evaluated the immune status of patients
and the distribution of genotypic frequencies of the studied polymorphism, in the context of previous vaccination against TB.
The cell-mediated immune response was mild in children with LTB, while in children with TB inflammation showed signs of
chronicity due to the lack of functional activity of immune cells (p < 0.05). We also measured IFN-y synthesis induced by specific
mitogens (PPD-L, CFP32B, Rv2660c, ESAT6, 85a and ESAT6-CFP10), only to detect attenuation of the immune response in
patients with TB, which was associated with the heterozygous rs2069705 variant (p < 0.05). Children with homozygous TT
and CC genotypes demonstrated a more pronounced immune response. Low effectiveness of the TB vaccine was shown
to be associated with the heterozygous genotype (50 %), while its high effectiveness was associated with the homozygous
T genotype (40 %), possibly indicating the protective role of the latter. Our findings suggest that the studied polymorphism
(specifically, its heterozygous variant) can be a predictive marker of TB in children.
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Rv2660c, ESAT6, 85a, ESAT6-CFP10, IFNG, polymorphism, children

Funding: this work was supported by the Russian Foundation for Basic Research (Grant ID 16-16-55001).

<] Correspondence should be addressed: Maria Plekhanova
ul. Lenina, d. 12, Omsk, Russia, 644099; dina-plus@mail.ru

Received: 24.09.2017 Accepted: 25.10.2017

AOAMNTUBHbIA UMMYHUTET U FTEHETUYECKUE ACIEKTDI
MPOrPECCUPOBAHUA TYBEPKYNIESHOWU MH®EKLNN Y OETEN

M. A. lNnexaHosa =

Kadeppa neguatpum A0, LieHTp noBbiLLEHNA KBAIMMUKALWMI 1 MPOMECCUOHANBHON NEPEnOAroTOBKM CMeLnancTos,
OMCKUI roCyAapCTBEHHbIA MEAVLIMHCKIIA yHMBEpCUTET, OMCK

KNeTouHbIN UIMMYHUTET U UUTOKUH NHTEPdEPOH ramma (MDOH-y) nmetoT BaxxHoe 3HadeHne /15 (hopMUPOBaHS YyCTONYNBOC-
TV opraHu3ma K MnkobakTepusam Tybepkynesa (MBT), HO TOYHbIM MEXaHU3M MOSABNEHVA UMMYyHUTETA K Tybepkynesy (Th)
Hen3BecTeH. B nccnenoBaHnm oLeHnBam MMMYHBbIA OTBET Npu padsuTum Th 1 cBadb nonnmopduama rs2069705 (T-1488C)
reHa IFNG C BbIP@XXEHHOCTBIO CMELMPUHECKMX NMMYHONOTMYECKX Peakum y AeTel. YHacTHYKaMu UCCNedoBaHa CTanm
310 geten 0o 18 nert, pacnpefeneHHble no 3 rpynnam: rpynna Tb — 110 getelt ¢ yCTaHOBAEHHBIM MO pe3ysTaTamM KOMMIEKC-
Horo obcnepoBaHus Th; rpynna JITVI — 156 geTen ¢ yCTaHOBNEHHOW NaTeHTHOM Ty6epKyne3Hon nHdexkumein; roynna HT —
44 pebeHka, He MHUUMpPoBaHHble MBT. MpoBoAMAM NMMYHOIOMMYECKE I MONEKYNSPHO-TEHETUYECKNE NCCNENOBaHNS, B
YaCTHOCTU, OLEHNBAN UMMYHHbIN CTaTyC MaUMEHTOB 1 pacnpedeneHne HYacToT reHOTUMOB MO 1N3yHaeMoMy MOMMOPU3MY,
B TOM YMCIIE B KOHTEKCTE 3(PIEKTUBHOCTY BaKLMHMPOBaHNSA NpoTnB Th. VIMMyHbI cTaTyc aeten ¢ JTTVI xapaktepr3oBancs
JMLWb Cabo BbIPKEHHOW aKT1BaLMEN KNETOYHOMO UIMMYHUTET], a AeTeln ¢ Th — nosiBneHneM y BOCMa/IMTENbHOMO MPOLEC-
ca 4YepT XPOHNYECKOrO 3a CHET HeQOCTAaTOHYHON PYHKLMOHANTBHOM aKTUBHOCTU KNETOK MMMYHHOM cucTemsbl (p < 0,05). Mpn
OLIEHKE UMMYHOMO OTBETa MO YPOBHIO cHTE3a NPH-y, nHayumpoBaHHOro cneumduyeckmn mutoreHamn (PPD-L, CFP32B,
Rv2660c, ESAT6, 85a n ESAT6-CFP10), ycTaHOBUAM CHWM>XKeHNe oTBeTa Yy B0ofbHbIX TH, KOTopoe 6bIo accoLmmpoBaHO
C reTePO3NrOTHBIM FEHOTUMOM MO noMMopnamy rs2069705 reHa IFNG (p < 0,05). Mpy roMosuroTHbIx reHoTunax TT n CC
OTBET yCUIMBANCA. Takke YCTaHOBUN, HTO HM3Kas 3EKTMBHOCTb MPOTUBOTYOEPKYNE3HONM BakLMHALIN Takke CBA3aHa
C reTeposunroTHbIM reHoTUNoM (50 %), a BbicoKasi — C reHOTUMOM, FOMO3UIOTHBLIM Mo annento T (40 %), 4TO MOXET CBUOETESb-
CTBOBATb O ero MPOTEKTUBHOWM PO, [0NyHeHHbIE Pe3ynbTaThl yKasblatoT Ha TO, YTO U3ydYaeMblii MOMMOPMN3M (FeTepO3UroT-
HbIll FEHOTUM) MOXXHO paccMaTprBaTh B KAQ4eCTBE MapKepa PasdBuUTus TyDepKyne3Hom NHAEKLIN Y AETEN.

KnioueBble cnoBa: MukobakTepun Tybepkynesa, TyOepkynes, UMMYHHbI OTBET, MHTEPMEPOH ramma, aHtureH, PPD-L,
CFP32B, Rv2660c, ESAT6, 85a, ESAT6-CFP10, IFNG, nonumopduam, oetm
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The research efforts of the recent years have proved the
important role cellular immunity and interferon gamma
(IFNy) play in protecting human body from mycobacterium
tuberculosis (MBT), but the mechanisms of development of
immunological competence against tuberculosis (TB) remain
poorly understood [1]. It is known that proteins secreted by MBT
at early stages of infection support proliferation of lymphocytes
producing IFNy [2]. A number of studies states that TB patients
with nonresistant IFNG genotype have the level of synthesis
of this cytokine correlated to the severity of the disease (3, 4].

The search for candidate genes causing congenital and
adaptive immunity disorders in the presence of TB is also
underway [1, 5-9]. Previously, IFNG gene polymorphism in
development of various diseases, including tuberculosis,
received much attention [3, 10-13].

Studying immunological and genetic factors affecting
antituberculous immunity ensures better understanding of
the underlying pathogenesis of the disease and, what is
more, allows optimization of the prevention approaches. This
research aimed to investigate the immune response to TB
development and the relationship between polymorphic variant
rs2069705 (T-1488C) of IFNG gene and the expression of
specific immunological reactions in children.

METHODS

This prospective study was conducted in 2014-2016. 310
patients, all under 18 years of age, took part in it. They
were divided into 3 groups depending on the TB status: TB
group — 110 children, confirmed TB, mean age of 9.5 +
0.5, every second child (46.6 %) under 8 years of age; LTB
group — 156 children, latent TB confirmed (tuberculin
diagnostics), mean age of 6.6 + 0.3, 70.5 % of children under
8 years of age; NTB group — 44 children, no TB infection,
mean age of 3.1 + 0.4, 95.5 % of children under 8 years of age.
Genderwise, the groups were not different (p > 0.05).

All children underwent specific immunoassays; 169 of them
were also subjected to molecular-genetic tests. To make the
comparison valid, only the immune status data describing
children under 8 were compared.

TB diagnosing included various laboratory, bacteriological,
molecular-genetic  tests, radiological examinations. The
results of tuberculin diagnostics were also taken into account:
Mantoux tests with 2 tuberculin units (TU) of tuberculin (PPD-L)
and recombinant tuberculosis allergen tests (RTA) Diaskintest
(Generium, Russia), which contain 0.2 pug of CFP10-ESAT6
recombinant protein. A central medical-control commission
checked and confirmed diagnoses.

In the TB group, 23 children were diagnosed with infiltrative
pulmonary tuberculosis, 38 — with primary tuberculosis, 46 —
with intrathoracic lymph nodes tuberculosis (one patient had
it combined with the left proximal bronchus lesion and there
were cases of focal pulmonary TB, disseminated pulmonary
TB and pleuresia tuberculosa, one of each). In 4 cases, TB
also affected other organs: peripheral lymph nodes, humerus,
intestine. Also in 4 cases, TB caused complications (atelectasis,
exudative pleurisy, pulmonary dissemination, hemoptysis).
60.9 % (n = 67) of patients had TB at the infiltration stage,
10.9 % (n = 12) showed disintegration and seeding phase, 0.9 %
(n = 1) — sealing and resorption, 26.4 % (n = 29) — calcination
phase. Bacterioexcretion was registered in 12 cases (10.9 %);
6 of them proved resistant to the basic antituberculosis drugs.

In the LTB group, 75 children were diagnosed with early
primary tuberculosis (EPT), and 81 children had MTB for more
than one year.
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In the NTB group, 21 child had post-vaccination allergy and
23 showed positive tuberculin anergy.

TB group participants had the infiltrate measure the average
of 12.6 + 0.4 mm (95 % CI 11.8-13.5 mm) for the Mantoux test
and 14.95 + 0.5 mm (95 % CI 13.9-16.0 mm) for the RTA test.
The mean values for the same tests in the LTB group were
10.3 + 0.3 mm (95 % ClI 9.7-10.9 mm) and 1.9 + 0.4 mm
(95 % Cl 1.2-2.65 mm) respectively. As for the NTB group
children that had postvaccinal allergy, the Mantoux test there
brought the average results of 4.1 + 0.4 mm (95 % CI 3.2—
5.0 mm); 9 (42.9 %) cases were confirmed positive reactions,
the rest were questionable. All children in this group returned
negative reaction to the RTA test.

We had the data on TB vaccination of children. BCG
administration site scar and Mantoux test a year after vaccination
helped determine its effectiveness: when the scar was 4-10 mm
long and tuberculin response positive, the vaccination was
regarded a success, in the absence of the scar and negative
reaction to tuberculin it was considered ineffective, all other
cases fell into minimally effective category. In the TB group,
108 children (98.2 %) were vaccinated, but only for 31 of them
the vaccination was effective. In the LTB group, 155 children
(99.4 %) received vaccination and for the most of them (n = 97)
it was effective. 36 children (81.8 %) of the NTB group were
vaccinated; it was effective in every fourth case.

Patients went through immunoassays and molecular-
genetic tests when admitted to the special in-patient
department of the TB dispensary. The tests were made at the
Omsk R&D Institute for Natural Focal Infections (Russia).

Immune status was assessed with the standard
level | immunological screening tests: measurement of
immunoglobulin levels in the blood serum (IgG, IgA, IgM
and IgE) through enzyme-linked immunoassay; evaluation
of neutrophil function through measurement of their ability
to absorb inert latex particles and two variations of nitroblue
tetrazolium (NBT) test, spontaneous and stimulated; evaluation
of subpopulation composition of T-cells (CD) using a panel
of monoclonal antibodies (DAKO, Denmark). We have also
measured the content of spontaneously synthesized interferon
gamma and IFNy the synthesis of which was induced by
specific antigens (PPD-L, CFP32B, Rv2660c, ESAT6, 85a,
ESAT6-CFP10) for 72 h. Enzyme immunoassay system by
Vector-Best (Russia) was used for the purpose. Antigens were
isolated by the translational biomedicine lab of the Department
of genetics and molecular biology of bacteria of N. F. Gamaleya
Scientific Research Institute of Epidemiology and Microbiology
(Moscow, Russia) [14].

DNA-blood reagent kit (TestGen, Russia) helped isolate
DNA from blood serum; iQ5 amplifier (BioRad, USA) and a
set of polymerase chain reaction reagents (FLASH format, by
TestGen) were used to identify polymorphic marker rs2069705
of IFNG gene, all following instructions provided by the
manufacturers. Allelic Discrimination software supplied by the
manufacturer of the amplifier enabled analysis of genotypes.
The frequency distribution of genotypes at the examined loci
was checked for compliance with the Hardy—Weinberg law.

OpenEpi v3.0 software calculated the minimal sample
size ensuring conclusiveness of the empirical data obtained.
The reliability of differences between groups was determined
through nonparametric Kruskal-Wallis (H), Mann-Whitney (U)
and x? tests. The differences were considered significant at
p < 0.05. We have also calculated the odds ratio (OR): if the
chance (risk) was above 1, development of the disease was
considered statistically significant. OpenEpi v3.0 and Statistica
v6.0 software were used to process the data obtained.
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The study got the approval of Omsk State Medical
Academy ethics committee (Minutes no. 51 of October 10,
2012). Parents or legal representatives have signed voluntarily
informed consent forms and thus approved participation of
their children in the study.

RESULTS

Table 1 shows the comparative analysis of results of clinical
and laboratory examinations/tests of children from TB and LTB
groups. Children from the LTB group suffered from intoxication
syndrome less often (9 %) than the TB group patients (19.1 %)
(p = 0.008), but they had more of nasal breathing disorders
caused by adenoid vegetations (16 % vs. 1.8 %, p = 0.00008),
chronic infection foci (18.6 % vs. 10 %, p = 0.027), respiratory
allergies manifestations (15.4 % vs. 0 %, p = 0.000008) and
excess weight (10.3 % vs. 4.5 %, p = 0.044). Such clinical
symptoms as hepato- and splenomegaly (OR 2.583 and
3.800, respectively) and body mass deficiency (OR 1.898)
were significant in the TB group. Lab tests have also shown
significance of anemia (OR 1.872), accelerated ESR (OR
2.255), lymphocytosis (OR 1.634) and eosinophilia (OR 5.371).
It should be noted that only 4 cases of eosinophilia (out of 40)
resulted from parasitic invasions.

Table 2 shows the results of assessment of the immune
status of all children that participated in the study. There
were no significant differences in immunological parameters
describing the status of children constituting LTB and NTB
groups (p > 0.05). The exception here was the content of
spontaneously synthesized IFNy (p < 0.05). In all groups, the
numbers of leukocytes have increased slightly (compared to
the reference values). Leukocytes reflect the state of cellular
immunity, so the increase can signal of its activation due to
nonspecific processes. At the same time, the differences were
significant for CD16, HLA DR, and spontaneously synthesized
IFNy. In the TB group, activation of humoral immunity was
observed: within the reference values, the volumes of IgG,

IgA have grown, and IgE have shown a significant increase to
306.6 + 130.7 IU/ml. Phagocytic activity of cells has also
increased significantly, while neutrophils' reserve capacity has
decreased. The changes of all the aforementioned values were
statistically significant compared to those seen in the NTB group.

Thus, the immune status of children from the LTB group
was the same to that of children not hosting MTB; at that,
cellular immunity has activated slightly. In the TB group, no
immunodeficiency development signs were observed, but the
changes that did manifest themselves were those peculiar to
an inflammatory process associated with TB. The process had
features of a chronic one, primarily due to insufficient functional
activity of cells and insufficient production of interferon gamma.

To better understand the contribution IFNG gene makes
to the immunological defense against MBT, we investigated
its polymorphism rs2069705. 51.9 % of children from the TB
group had a heterozygous genotype, so it was associated with
the disease (OR 1.885, 95 % Cl 1.019-3.487). Be it secondary
(65 %) or primary (47.5 %) TB, the genotype was there, which
suggests a higher risk of the disease development regardless of
its genesis. Heterozygous genotype was also associated with
the development of infiltrates (OR 1.737), signs of lung tissue
destruction (OR 1.458), dissemination (OR 1.75) and pleural
effusion (OR 1.9), bacterial excretion (OR 1.458) and such
clinical manifestations of tuberculosis as paraspecific reactions
(OR 2.059), peripheral ymphadenopathy (OR 2.4), bodyweight
deficit (OR 1.429), hepato- and splenomegaly (OR 5.5), anemia
(OR 2.059), accelerated ESR (OR 3.4).

Given the association of I[FNG gene polymorphism
rs2069705 with adaptive immunity to tuberculosis, we evaluated
the genotype-wise effectiveness of BCG vaccination in children
affected by primary TB at its early stage (n = 32). In 12 cases,
the vaccination was minimally effective or ineffective; half of
those patients had heterozygous genotype. The probability
of minimal effectiveness of vaccination was 59.38 % (95 % CI
42.23-74.62 %). Homozygous genotype (T allele) was more
common (40 %) among children for whom the vaccination was
effective (n = 20).

Table 1. Results of clinical and laboratory examinations/tests of children from TB and LTB groups

Symptoms TB group (n = 110), abs. (%) LTB group (n = 156), abs. (%) x? criterion; p-value OR
Intoxication syndrome 21 (19.1) 14 (9) 5,778; 0.008 2,393
Bronchopulmonary syndrome 10 (9.1) 12 (7.7) 0.166; 0.342 1,2
Paraspecific reactions 21 (19.1) 36 (23.1) 0.609; 0.218 0,787
Peripheral lymphadenopathy 18 (16.4) 19 (12.2) 0.943; 0.166 1,411
Hypertrophy of palatine tonsils, I-Il degree 26 (23.6) 42 (26.9) 0.366; 0.273 0,84
Adenoids 2(1.8) 25 (16) 14.28; 0,00008 0,097
Caries 6 (5.5) 14 (9) 1.149; 0.143 0,585
Hepatomegaly 7 (6.4) 4(2.6) 2.349; 0.063 2,583
Splenomegaly 10 (9.1) 4(2.6) 5,512; 0.009 3,8
Chronic infection foci 11 (10) 29 (18.6) 3,726; 0.027 0,487
Respiratory allergies 0 24 (15.4) 18.6; 0.000008 0
Body weight deficiency 24 (21.8) 20 (12.8) 3.783; 0.026 1,898
Excess body weight 5 (4.5) 16 (10.3) 2.894; 0.044 0,417
Anemia 16 (14.5) 13 (8.3) 2.563; 0.054 1,872
ESR acceleration 25 (22.7) 18 (11.5) 5.959; 0.007 2,255
Leukocytosis 16 (14.5) 28 (17.9) 0.541; 0.231 0,778
Lymphocytosis 43 (39.1) 44 (28.2) 3.473; 0.031 1,634
Monocytosis 19 (17.3) 25 (16) 0.073; 0.394 1,094
Eosinophilia 40 (36.4) 15 (9.6) 28.14; <0.0000001 5,371
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Parameter Reference value 18 group LB group NBT group
n M = SEM n M = SEM n M = SEM
CD3. % 54-82 15 65.8+1.3 16 66.2 + 1.3 10 69.1 £1.7
CD3, abs. 1.65 15 1.8+ 0.1 9 22+03 8 21+0.2
CD4, % 30-50 15 404 +£1.5 16 39.0+1.3 10 40.8+1.0
CD4, abs. 0.92 15 1.1+0.1 9 1.2+0.15 8 1.2+0.1
CD8, % 18-38 15 29.4+14 16 269 +1.2 10 289+1.4
CD8, abs. 0.6 15 0.8 +0.06 9 0.9+0.15 8 0.9 + 0.09
CD16, % 6-18 14 11.4 £ 0.5 20 13.4+£0.6 10 17127
CD16, abs. 0.31 14 0.3 +0.03** 15 0.4 +0.04 10 0.6 +0.1
CD20, % 6-22 15 16.2+1.5 12 16.8 £ 1.75 3 14.0+1.2
CD20, abs. 0.2 15 0.5+0.07 5 0.6 +0.1 - -
HLA DR, % 14-25 15 259 +1.4* 20 23.7+1.6 9 21.8+1.1
HLA DR, abs. 0.33 15 0.7 £0.07 15 0.7 + 0.09 9 0.7 +0.07
IFNY sp., Pg/ ml 0.16-10 50 211 5.7 110 20.5 + 3.0"* 43 129+1.7
19G, g /1 8.12-16.14 19 11.7 £ 0.6*.* 110 9.7+0.2 43 8.9+0.3
IgA, g /1 0.75-3.17 19 1.6 +0.1%* 110 1.2+ 0.06 43 1.0+ 0.08
IgM, g /1 0.69-3.00 19 1.4+02 110 1.15+0.05 43 1.2+0.08
IgE, IU/ ml <150 19 306.6 + 130.7* 108 79.3+12.6 23 81.9+255
Phagocytosis with latex, % 52-95 15 68.5 + 3.1** 107 65.7 +1.4 33 53.3+2.7
HCT test:
— spontaneous, % 6-12 16 14.4 + 1.9 109 209 +1.3 41 244 +16
— stimulated, % - 16 37.8 £ 3.2* 109 46.5 £ 2.2 4 56.5 + 3.3

Note. * — p < 0.05 when comparing results in TB and LTB groups (Mann-Whitney test, U); ** — p < 0.05 when comparing results in TB and NTB groups (Mann—

Whitney test, U); *** — p < 0.05 when comparing results in LTB and NTB groups (the Mann-\Whitney test, U).

Ozhegova et al. [7] have established that polymorphism
T-1488C of IFNG gene defines its expression level. Therefore,
we assumed there is a connection between the genotypes
studied and the level of interferon gamma synthesis. Analysis
of the content of spontaneously synthesized IFNy did not
reveal any significant differences dependent on genotype; this
is true for both LTB (H = 1.663, p = 0.435) and TB (H = 4.810;
p = 0.090) groups. Analysis of the content of IFNy synthesized
through induction by specific antigens [15] showed that in the
development of TB, there is a relationship between genotype
and level of cytokine synthesis: with heterozygous genotype,
the content of IFNy decreased significantly under the influence
of CFP32B, Rv2660c, ESAT6, Ag8b5a antigens (Table 3).
With this in mind, we have also analyzed the frequency of
negative results — no response to induction in children with TB
(Table 4) — and established the relationship with heterozygous
genotype. Its association with decelerated IFNy synthesis
when induced with PPD-L, CFP32B, Rv2660c, ESAT6, 85a
and ESAT6-CFP10 antigens was confirmed.

DISCUSSION

The vast majority of people carrying MTB show no symptoms
of tuberculosis, and although they are not contagious, they run
a risk of developing an active form of TB. According to experts,
the risk of TB reactivation during the lifetime of an LTB patient
is 5-10 %. Often, the switch from latent to active happens
within 5 years from the day of infection [16, 17]. Nevertheless,
a number of researchers believes the level of this risk depends
on several factors, the most important of which is the body's
immune status [18-21]. The results of our study suggest
presence of a specific inflammatory process and absence of
secondary immunodeficiency.
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We studied [IFNy, the main function of which is
immunoregulation, including macrophages activation,
enhancement of Th-1 mediated response, induction of
expression of MHC class Il antigens on antigen-presenting
cells, etc. [22]. With cellular immunity activation in the
background, IFNy producers are activated Th1-lymphocytes
(the main activation marker is HLA DR) and natural killer cells
(CD16). Therefore, reduced numbers of those natural killer cells
in the presence of TB could lead to lowered levels of cytokine
synthesis, and IFNy deficiency could cause a decrease in
activity of cytotoxic cells. This could explain the growing
volume of spontaneously synthesized IFNy seen even when
TB is latent (p < 0.05); at the same time, we can assume that
the antigen load was not sufficient to trigger hyperactivation of
cellular response. During the period of development of TB, this
indicator remained at the level typical of LTB (p > 0.05). Given
the increased volume of spontaneously synthesized IFNy, one
could expect a lower content of IgE, as IFNy, being the product
of Th1-lymphocyte, inhibits proliferation of Th2-lymphocytes
and IL4-induced Ig to IdE synthesis switch and supports 1gG2
synthesis instead [23]. However, we have witnessed high levels
of IgE synthesis during TB development, which may indicate
inadequate IFNy production and onset of chronic inflammation.
A number of researchers have also established a direct
relationship between the appearance of chronic bacterial or
fungal infection foci and hyperproduction of IgE [24—-26].

IFNy is also considered to be the most important factor
in macrophage activation [22]. Macrophages lyse MTB and
provide antimycobacterial protection; in particular, they regulate
synthesis of pro- and anti-inflammatory cytokines [27, 28].
However, the balance between cells and mediators required
to destroy MTB and prevent lung pathology is still unclear; the
issue is subject of other research papers in progress [29]. In



Table 3. Level of interferon gamma synthesis induced by specific antigens, depending on the genotype (polymorphic variant rs2069705 (T-1488C) of IFNG gene) in

TB group children
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IFNG gene polymorphic variant rs2069705 (T-1488C)

Antigen TS TT and CC Mann-Whitney test (U); p-value
Me (Q25%; Q75%), n = 42 Me (Q25%; Q75%), n = 39
PPD-L 1001.6 (698; 1200) 1380.7 (741.5; 1294.5) 703.5; 0.275
CFP32B 69.8 (10.2; 68) 95.8 (21; 122.5) 554.5; 0.018
Rv2660c 102.6 (12.2; 83) 149.6 (37.5; 195.5) 513; 0.006
ESAT6 101.5 (10.9; 57.4) 112.8 (26; 173) 523.5; 0.005
85a 65 (0.2; 40) 90.3 (6.5; 101) 549.5; 0.016
ESAT6-CFP10 440.4 (139; 761) 549.5 (187; 1133) 768; 0.630

Table 4. Frequency of negative reactions to specific antigens depending on genotype (polymorphic variant rs2069705 (T-1488C) of IFNG gene) in TB group children

IFNG gene polymorphic variant rs2069705 (T-1488C)
Antigen TS (n=42) TT and CC (n = 39) p-value OR 95 % Cl
abs. % abs. %
PPD-L 3 71 1 2.6 0.202 2.923 0.291-29.35
ESAT6-CFP10 8 19 3 7.7 0.068 2.824 0.691-11.53
ESAT6 40 95.2 24 61.5 0.0001 12.5 2.628-59.47
Rv2660c 37 88.1 30 76.9 0.092 2.22 0.672-7.33
CFP32B 34 81 19 48.7 0.0012 4.474 1.656-12.08
85a 34 81 19 48.7 0.0012 4.474 1.656-12.08

our study, we saw a decrease in phagocytic activity of cells
(decrease in reserve capacity of neutrophils) against the
backdrop of developing TB, which may also point to inadequate
production of IFNy.

Averbakh et al. proposed a hypothesis stating there are
genesin lymphocytes that control activation of cells synthesizing
mediators and that a depression of one part of the genome
can mean a depression of its another part, which may lead
to disruption of intercellular interaction in the presence of TB
[30]. The researchers are trying to establish genetic risk factors
affecting TB infection and development [8, 9]. In particular,
they are actively studying the IFNG gene associated with
production of IFNy cytokine [3,9] and T-1488C polymorphism
that affects the synthesis of regulatory protein [7]. In the context
of our study, the marker of high TB risk was its heterozygous
genotype at the studied genetic locus (OR 4.667, 95 %
Cl 1.236-17.62, p = 0.008), regardless of the disease genesis
(primary or secondary). Low effectiveness of BCG seen in the
group with primary tuberculosis infection at its early stage is an
indirect proof thereof. Some researchers also believe the low
effectiveness of vaccination is a TB risk factor [18, 31]. We have
also determined that the studied IFNG gene polymorphism
(heterozygous genotype) influences the immune response to
individual mycobacterial antigens when TB is developing: we
have seen a significantly weaker response to early stage TB
proteins — CFP32B, Rv2660c, ESAT6, 85a [15], and a slightly
decreased level of IFNy synthesis with PPD-L and ESAT6-
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A PROTOCOL OF DEVELOPMENT OF A SCREENING ASSAY FOR
EVALUATING IMMUNOLOGICAL MEMORY TO VACCINE-PREVENTABLE
INFECTIONS: SIMULTANEOUS DETECTION OF ANTIBODIES TO MEASLES,
MUMPS, RUBELLA AND HEPATITIS B
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Excellent performance characteristics are crucial for screening  effective and time-saving and require smaller sample volumes.
assays used in large-scale seroepidemiologic studies. Such ~ However, there are no commercially available multiplex
assays are designed to screen for antibodies against various  screening assays on the market, ready for use in large-scale
vaccine-preventable infections and customized for equipment  seroepidemiologic research normally conducted by laboratories
employed for multiplex suspension analysis. They are cost-  and involving dozens of thousands of samples. There are no
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standard lists of antibodies to be measured by such assays,
which disrupts their commercial potential, driving labs to
develop their own in-house multiplex kits. In turn, this task
requires a high level of expertise: lab personnel are expected
to master special techniques of screening assay development
and validation.

In this work we describe a protocol for the development of
a multiplex immunoassay (MIA) to measure antibodies against
a few vaccine-preventable infections, namely measles, mumps,
rubella and hepatitis B (Fig. 1). We discuss possible problems
associated with each stage of the process and offer solutions.
The proposed protocol is used in the Laboratory of Translational
Biomedicine of Gamaleya National Research Center for
Epidemiology and Microbiology, Moscow. We provide detailed
description for each step and use the actual data. We hope
that this work will be a good guide for our colleagues from other
laboratories in the development of multiplex solution-phase
multiplex assays, aiding research on herd immunity to vaccine-
preventable infections in Russia.

I. Design of the experiment

Protocols for designing and performing the indirect serological
bead-based immunoassay were developed based on the
recommendations of Luminex (USA), the manufacturer of
MagPlex™-C microspheres and the MAGPIX analyzer [1],
literature analysis [2-10], including a number of immunoassay
manuals [11-13] and validation guides [11, 14-16], and our
own experience.

Our method for antibody detection in blood samples relies
on the use of capture antigens (AGs) covalently bound to the
surface of magnetic beads and detection goat anti-human
lgG antibodies conjugated to phycoerythrin. This method has
a broader dynamic range, compared to ELISA, and allows
simultaneous detection of up to 50 different analytes, if signal
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detection is performed on MAGPIX. The diagram of the method
is shown in Fig. 1.

The schematic of the experiment is shown in Fig. 2.

Our multiplex immunoassay is intended for simultaneous
detection of IgG against measles, rubella, mumps and hepatitis
B (anti-HBs) in human blood serum. Sample preparation takes
1 hour, including incubations; another 10 minutes are allocated
to reagents preparation and washing. With a 96-well plate the
analysis takes about 40 min. The whole procedure lasts for less
than 2 hours.

Il. Preparation of monoplexes
1. Materials

The following components are needed to prepare a monoplex:

— antigens of those pathogens the samples will be tested
for (our assay will be used to detect IgG antibodies to measles,
mumps, rubella and hepatitis B);

— 4 different regions of magnetic carboxylated microspheres
(beads) by MagPlexTM-C;

—serum panels previously characterized using any assay
certified in Russia;

— detection antibodies, i.e. PE-conjugated goat anti-
human IgG (One Lambda, Thermo Fisher Scientific, USA).

The antigens were selected based on the purpose
underlying multiplex assay development. Ultimately, we aimed
to estimate population immunity to vaccine-preventable
infections. Vaccines against measles, rubella and mumps,
registered in Russia, are live vaccines, therefore the priority
was given to native antigens. We also used recombinant
antigens. Vaccines against hepatitis B contain recombinant
surface antigen virus (HBsAg) of the hepatitis B virus of ayw or
adw genotypes, therefore, the latter were selected as the 4th
component of the multiplex (Table 1).

(©)

Fig. 1. Schematic representation of indirect serologic multiplex immunoassay, showing 4 bead regions, each bead coupled to a capture antigen. (A) Serum is added
to the bead suspension; the first incubation is carried out. (B) Wash 1: unbound serum components are removed. (C) Phycoerythrin-conjugated anti-human detection
antibodies are added to the coupled beads and the second incubation takes place. (D) Wash 2: unbound components (conjugate) are removed. (E) Beads are analyzed

on the MAGPIX workstation
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1. Preparation

2. Designing monoplexes
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for all monoplexes

4. Assembling monoplexes
into a multiplex

5. Evaluation of multiplex

assay performance

Fig. 2. Diagram showing steps of assay development

For simultaneous detection of IgG against 4 pathogens in
a single reaction, we needed a set of 4 corresponding bead
regions (MagPlex™-C microspheres). These microscopic
beads (6.5 pm in diameter) are the basis of xMAP technology.
They are color-coded with 2 to 3 fluorescent dyes, which allows
generating up to 500 different regions and, therefore, designing
multiplexes for measuring up to 500 analytes in one sample.
Magnetic properties of the beads make the protocol simpler:
using a magnetic rack for a polystyrene 96-well plate, one can
separate the beads from the suspension contained in a well by
mere shaking; the microspheres with the captured analyte will
stay in the well pelleted by the magnet.

In the course of our experiment we prepared monoplex
suspensions of beads conjugated with antigens and also
evaluated the resulting multiplex using test samples of
human serum. The serum panel must include the samples
characterized by a well-established certified method. We used
98 serum samples run through ELISA-based assays (Vector-
Best, Russia) and analyzed on automated workstations,
including BioPlex (for rubella and measles; Bio-Rad, USA),
Architect (for rubella and hepatitis B, Abbott, USA), Liason (for
mumps; DiaSorin, Italy) and Immulite (for rubella; Siemens,
Germany). To prevent damage to serum samples and to avoid
multiple freeze-thaw cycles, all samples were diluted 1 : 2 in
preautoclaved 100 % glycerol and stored at —20 °C.

Microsphere/antigen/IlgG  complexes were fluorescently
visualized using PE-conjugated goat anti-human IgG (detection
antibodies), which selectively interacts with human IgG heavy
chains.

To measure IgG concentrations in the studied serum
samples, expressed in IU/ml, we constructed a calibration
curve. Supply of international standards (IS) containing
known quantities of immunoglobulins against a particular
pathogen is limited; therefore, we used IS for calibration of
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Validation and diagnostic value
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serum-based secondary standards (SS). For our experiment
we ordered WHO International Standards from the collection
of the National Institute for Biological Standards and Control
(NIBSC, UK) (Table 2). SS were used as an internal standard
for the multiplex and as a reference calibration standard for
each assay [11]. Because there are no international standards
for mumps, we used calibration samples from a commercial
ELISA kit. Immunoassay kits should contain human serum for
quality control. We used controls from the NIBSC collection
(Table 2).

2. Microsphere coupling — obtaining monoplexes

We used two different protocols to couple microspheres to the
selected antigens. Both are based on carbodiimide chemistry,
but one is a modification of the other. A two-step covalent
coupling protocol was used in the case of the native rubella
and mumps antigens and the recombinant measles antigen.
This method is recommended if the activation molecule
is more than 10 kDa in size. Otherwise, as is the case with
recombinant HBsAg, the microspheres are modified with a
chemical spacer (adipic acid dihydrazide, ADH) in the course
of a single-step carmodiimide reaction. In our experiment,
following microsphere modification, the capture antigens were
coupled by a carbodiimide reaction to the spacer seated on the
microsphere surface. It was necessary to “lift” the small peptide
over the rough surface of the bead and to facilitate the reaction
between the antigen and the analyte.

2.1 Coupling of 10° microspheres by a 2-step carbodiimide
reaction

All solutions were prepared in distilled water (dH,0) using the
following reagents:
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» NaH,PO,«H,0 (0.1 M NaH,PO,, pH 6.2) for the activation
buffer;

* MES hydrate (50 mM MES, pH 5.0) for the binding buffer;

» phosphate buffered saline with 0.02 % Tween-20, 0.1 %
BSA, 0.05 % NaN,, pH 7.4 (below referred to as PBS-TBN) —
the wash buffer;

« 1-ethyl-3-(3-dimethylaminopropyl)carbodiimide  (EDC)
and N-hydroxysulfosuccinimide (s-NHS), 50 mg/ml of each
reagent. Prepared immediately before use.

Equipment:

» magnetic rack for 1.5 ml Eppendorf tubes;

« ultrasonic bath;

« centrifuge/vortex mixer;

« lab rotator;

« automated cell
MIiCroscope;

« low-bind 1.5 ml Eppendorf tubes.

Protocol for a two-step carbodiimide conjugation:

— preparation of microspheres

1. mix the flask with the microspheres by rotation for 2 min
at 20 rpm;

2. transfer the required amount of microspheres to a clean
tube; bring the volume up to 250 pL with dH,0;

3. vortex/sonicate for 20 s, put the tube in the magnetic
rack (below referred to as the magnet). Leave it to sit for 1 min,
remove the supernatant;

— microspheres activation:

counter or Goryaev chamber and

5. add 10 pL of EDC and s-NHS each, vortex for 20 s;

6. leave it to seat for 20 min, mix by vortexing for 20 s every
10 min;
—wash 1:

7. leave the tube on the magnet for 1 min, remove the
supernatant;

8. add 250 pL of the binding buffer to the tube;

9. vortex/sonicate for 20 s, leave on the magnet for 1 min,
remove supernatant;

10. repeat steps 8 and 9;
— bead coupling:

11. add to the tube 100 pL of the coupling buffer; vortex/
sonicate for 20 s;

12. add the antigen (Table 3);

13. bring the solution volume up to 500 pL by adding the
binding buffer;

14. place the tube on the rotator for 120 min at 20 rpm,
protected from the light;
—wash 2:

15. leave the tube on the magnet for 1 min; remove the
supernatant;

16. add to the tube 1000 pL of the wash buffer;

17. vortex/sonicate for 20 s; magnet — 1 min; remove the
supernatant;

18. repeat steps 16 and 17 twice;
— finishing the procedure:

19. resuspend the microspheres in 1000 pL of the storage

4. add 80 pL of the activation buffer to the tube, vortex for  buffer (PBS-TBN or any other blocking buffer, selected
20 s; experimentally);
Table 1. Antigen candidates for the assay
Infection Type Trade name Manufacturer
Hepatitis B virus, subtype ayw
Hepatitis B Recombinant Bialexa, Russia
Hepatitis B virus, subtype adw
Rubella virus E1 protein
Recombinant Rubella virus E2 protein Bialexa, Russia
Rubella virus C protein
Rubella
Rubella K1S grade antigen
Microbix Biosystems, Canada
Native Rubella K2S grade antigen
Rubella virus grade 2 antigen Jena Bioscience, Germany
Recombinant Measles virus nucleocapsid protein NCP Kapel Biotech Company, Russia
Measles grade 2 antigen Microbix Biosystems, Canada
Measles
Native Measles virus antigen (Premium)
Jena Bioscience, Germany
Measles virus antigen
Recombinant Mumps virus nucleocapsid protein NCP Kapel Biotech Company, Russia
Mumps N Mumps grade 2 antigen Microbix Biosystems, Canada
ative
Mumps/Parotitis virus antigen Jena Bioscience, Germany
Table 2. Standards and serum controls used in the development of the multiplex assay
Infection Standard/control name Concentration or number of antibodies Source
WHO Internatllonal Staﬁdard §econd Internfitlonal Standard for anti-hepatitis 100 1U in a vial NIBSC
Hepatitis B | B surface antigen (anti-HBs) immunoglobulin, human
Anti-Hepatitis B Surface Antigen Quality Control Serum 1 219.0+16 IU/ml NIBSC
Rubell WHO International Standard Anti Rubella Immunoglobulin, Human 1600 IU in a vial NIBSC
ubella
Anti-Rubella Quality Control Reagent Sample 1 25.5+2,9 IU/ml NIBSC
Meas| WHO International Standard 3 International Standard for Anti-Measles 31U in a vial NIBSC
easles
Anti-Measles Quality Control Reagent Sample 1 754.6 mlU/ml NIBSC
Mumps Anti-Mumps Quality Control Reagent Sample 1 728.6 EU/mI NIBSC
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20. measure bead concentrations in the cell counter or
Goryaev chamber. Calculate the required amount of beads for
MIA, accordingly;

21. store the coupled beads in the dark at +4 °C for 16 h
until further analysis (performed on the next day).

2.2 Coupling of 1.6*10° microspheres by two one-step
carbodiimide reactions using a spacer

All necessary solutions were prepared in dH,O using the
following reagents:

* MES hydrate for the binding buffer (0.1 M MES, pH 6.0);

* MES hydrate for the wash buffer 1 (0.1 M MES, pH 4.5);

» phosphate buffered saline with 0.02 % Tween-20, 0.1 %
BSA, 0.05 % NaN,, pH 7.4 (below referred to as PBS-TBN) —
the wash buffer 2;

» 100 mg/ml ADH (spacer) solution in the binding buffer;

» 100 mg/ml EDC solution in dH,0. For (7) and (19) the
solutions need to be prepared separately.

Equipment:

» magnetic rack for 1.5 ml Eppendorf tubes;

« ultrasonic bath;

« centrifuge/vortex mixer;

« lab rotator;

« automated cell
MIiCroscope;

« low-bind 1.5 ml Eppendorf tubes.

Protocol for two one-step carbodiimide conjugations:
— preparation of microspheres:

1. mix the flask with microspheres by rotation for 2 min at
20 rpm;

2. transfer the required amount of microspheres to a clean
tube, bring the volume up to 250 pL with dH,0;

3. vortex/sonicate for 20 s, put the plate on the magnet;
leave it to sit for 1 min, remove the supernatant.

4. add 500 pL of the binding buffer to the tube;

5. vortex/sonicate for 20 s; leave on the magnet for 1 min;
remove the supernatant;
— coupling a spacer to beads:

6. add to the tube 30 pL of ADH (1mg per 500,000 beads);

7. add to the tube 30 pL of EDC (1mg per 500,000 beads);

8. bring the volume up to 500 pL with the binding buffer;

9. place the tube on the rotator for 60 min at 20 rpm,
protected from the light;
—wash 1:

10. magnet — 1 min; remove the supernatant;

11. add 500 pL of the wash buffer 1 to the tube;

12. magnet — 1 min; remove the supernatant;

13. repeat steps 11 and 12 two more times;
— finishing spacer coupling:

14. resuspend microspheresin 1,000 uL ofthe wash buffer 1;

15. measure bead concentrations in the cell counter or
Goryaev chamber. Calculate the required amount of beads for
MIA, accordingly;
— coupling antigens with spacer on beads:

16. vortex/sonicate for 20 s; place on the magnet for 1 min;
remove the supernatant;

17.add 100 pL of the binding buffer; vortex/sonicate for
20 s;

18. add the required amount of the peptide (Table 3);

19. add 30 pL of EDC (1 mg per 500,000 microbeads);

20. bring the volume up to 500 pL with the binding buffer;

21. mix by rotation for 120 min at 20 rpm, protected from
the light;
—wash 2:

counter of Goryaev chamber and
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22. place the tube on the magnet. Leave for 1 min; remove
the supernatant;

23. add 1,000 pL of the wash buffer 2;

24. vortex/sonicate for 20 s; magnet — 1 min; remove the
supernatant;

25. repeat steps 23 and 24 two more times;

— finishing the procedure:

26. resuspend the microspheres in 1,000 pL of the storage
buffer (PBS-TBN or any other blocking buffer, selected
experimentally). For the hepatitis B monoplex we used PBS-
TBN;

27. measure bead concentrations in the cell counter or
Goryaev chamber. Calculate the required amount of beads for
MIA, accordingly;

28. store the coupled beads in the dark at +4 °C for 16 h
for further analysis (performed on the next day).

3. Protocol for multiplexed indirect (serological) immunoassay

Before validating the performance of the multiplex, it is
important to evaluate each monoplex component separately
and optimize conditions for all monoplexes. This procedure is
referred to as Selecting the optimal conditions of MIA for all
monoplexes in Fig. 2. Evaluation is based on the analysis of
serum samples using the following protocol.

Materials:

» a 96-well polystyrene plate (below referred to as the plate);

*0.5ml, 1.5 mland 2 ml test tubes;

« a set of serum samples previously tested for the presence
of target 1gG;

« suspensions of ready-for-use microspheres conjugated
with antigens;

ea 100X stock solution of phycoerythrin-conjugated
detection antibodies;

« PBS-TBN.

Equipment:

« plate magnet (Magnetic Plate Separator, Luminex);

« centrifuge/vortex mixer;

« thermoshaker;

« ultrasonic bath;

* MAGPIX analyzer (Luminex).

The protocol:

1. preheat the thermoshaker to +37 °C and switch on
MAGPIX;

2. in microtubes, prepare 1 : 50 dilutions of serum samples
using PBS-TBN,;

3. prepare a 50 pL suspension of microspheres (2,500
beads per well/reaction):

« vortex/sonicate for 20 s,

« collect the required volume of the suspension to a new
tube; adjust the transferred volume with PBS-TBN;

4. add 50 pL of the suspension and 50 pL of the diluted
serum to each plate well. The final serum dilution will be 1 : 100;

5. place the plate in the thermoshaker and incubate for 30
min at +37 °C by mixing at 800 rpm;

6. while the samples are incubating, prepare a solution of
detection antibodies. Take the required volume of the stock
antibody solution and dilute it 1 : 100 with PBS-TBN (you
will need 50 plL of the final solution per well; final antibodies
concentration should be 2.5 pg/ml per well);

7. remove the plate from the thermoshaker and leave it on
the magnet for 2 min; then separate the liquid without removing
the plate from the magnet;

8. wash the samples with PBS-TBN: add 100 pL PBS-
TBN to each well using the multichannel pipette, mix in the
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thermoshaker for 30 s, place the plate on the magnet for 2 min,
remove the liquid, wash again;

9. resuspend the microspheres in 50 L PBS-TBN per well;

10.add 50 pL of the prepared solution of detection
antibodies to each well (see step 6);

11. second incubation: incubate for 30 min at +37 °C:
place the plate in the thermoshaker and mix at 800 rpm for
30 min;

12. wash with PBS-TBN (see step 8);

13. after washing, add 100 uL PBS-TBN to each well, mix
in the thermoshaker for 30 s;

14. load the plate into MAGPIX and run the analysis.

Importantly, such parameters as temperature, incubation
time, serum dilution, or a concentration of detection antibodies
are variable, and these variations can affect fluorescence
intensity (expressed in MFI units). Adjusting these parameters
so that they would be equally beneficial for the performance of
each monoplex is what optimization is about.

4. Optimization of monoplexes

The importance of the optimization step in the development of
a multiplex assay cannot be overrated. Optimization is a search
for the best conditions for each monoplex ensuring that the
following requirements are met:

« low MFI values for the negative control (for example, rabbit
serum or human serum free from immunoglobulins);

« the widest possible range of signal intensities in the serum
samples with and without the studied antibodies;

« the results obtained using monoplexes are expected to
be consistent with the results obtained using reference ELISA.

Optimization covers a wide range of parameters, including
temperature and incubation time, serum dilution and a solution
for serum dilution, or concentrations of detection antibodies,
affecting the performance of all 4 monoplex components. But
a few other factors also need to be optimized specific for each
monoplex, such as a blocking buffer, antigen concentrations
for coupling, and the number of beads in the monoplex per
well. These parameters were accounted for, and the optimal
conditions were selected for all monoplex components of the
assay (Table 3).

Because some of the selected antigens can be recombinant
(obtained through expression in Escherichia coli), target antigen

Table 3. Optimal conditions for the developed immunoassay

preparations may be contaminated with the antigens of this
bacterium. Antibodies to E. coli that are likely to be present in
the studied serum sample may produce a false positive signal
affecting the total MFI. To avoid this effect, we added the E. coli
lysate (8 %) to the serum dilution buffer to bind E. coli-specific
immunoglobulins [5].

Optimization also includes evaluation of cross-reactivity
for each monoplex; the earlier it is performed, the better.
Cross-reactivity tests show how specific is, for example, the
monoplex with the measles virus antigen for IgG antibodies to
the measles virus and whether it interacts with antibodies to
other infections.

The cross-reactivity test is performed according to the
protocol described above under the conditions presented
in Table 3. Thus, the monoplex component of the assay
containing beads conjugated to the measles antigen is tested
using serum without IgG antibodies to measles but with IgG
antibodies to other pathogens. Other monoplexes are tested in
a similar manner. If MFl value is at the limit of detection (LOD),
the monoplex is not cross-reactive; otherwise the capture
antigen needs to be replaced.

At this stage of our experiment, we tested the optimized
monoplexes designed to detect IgG antibodies to measles,
rubella and mumps using a panel of 70 serum samples.
Conditions are shown in Table 3. The results for MIA are
presented in Fig. 3-5, expressed in MFI, because calibration
was yet to be implemented, and the assay could not yet be
used for quantification. ELISA kits (Vecto-Rubella-IgG, Vecto-
Measles-IgG, Vecto-Mumps-IgG by Vector-Best) were used as
reference.

The rubella monoplex successfully differentiated between
serum samples with and without IgG antibodies to rubella;
the results were consistent with those obtained by ELISA
(Fig. 3). However, measles and mumps monoplexes were
found to require further optimization, because they generated
high MFI for serum samples that did not contain IgG antibodies
(the values were close to or above the grey zone values, see
Fig. 4, 5).

Clearly, without calibration we cannot compare our
monoplexes and ELISA, but we stil can estimate the
performance of each monoplex and decide whether further
optimization is required and the monoplex is ready for
calibration.

Parameter Monoplex
Virus Measles Mumps Rubella Hepatitis B
N Measles virus nucleocapsid protein | Mumps/Paraotitis virus Rubella K2S grade Recombinant HbsAg,
ame ) . f ’
NCP antigen (native) antigen (native) subtypes ayw and adw
Antigen
Concentration, yg per 5 10 10 20 (10 HbsAg ayw + 10
million beads HbsAg adw)
PBS-TBN PBS-TBN

Serum dilution, dilution buffer

1:100, PBS-TBN + E. colilysate

Concentration of detection antibodies

2.5 ug /ml

Incubation

¢ first incubation — 30 min, second incubation — 30 min
e incubation temperature — +37 °C
* mixing by rotation at 800 rpm

Number of beads per well
for each monoplex

2500
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Fig. 3. Levels of IgG to rubella in human serum measured by xMAP and ELISA

Pooled serum samples were pretested in the reactions
with monoplexes in a series of fourfold dilutions from 1 : 100
to 1 : 409,600. The resulting calibration curves were used to
estimate whether serum pools could be used as secondary
standards (Fig. 6).

lll. From monoplex to multiplex

After each monoplex has been optimized, pretested using the
serum panel and results have been compared to ELISA, the
protocol is selected; in the next step monoplexes are combined
into a multiplex and the results obtained using the multiplex
and its monoplex components are compared. These tests are
run in parallel using the serum panel [4]. Based on the results,
correlations are established. At the moment, we are comparing
qualitative characteristics of the multiplex for the detection of
lgG antibodies to measles, rubella, mumps and hepatitis B
and its monoplex components. Below we briefly describe the
validation procedure for the multiplex.

When talking about optimization, we mentioned specificity
of the assay. It should be evaluated in the optimization step
(see 3 in Fig. 2). However, at this stage specificity and cross-
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reactivity should not be confused. Specificity is evaluated using
homologous and heterologous inhibition of serum samples by
antigens [3, 7-11]. For the inhibition test, a serum sample is
needed with a known high concentration of IgG antibodies to
all 4 pathogens. The sample is divided into 4 aliquots; each
aliquot is incubated with one of 4 antigens. After preincubation,
the multiplex is added to the serum.

The control (non-preincubated serum) is also included in the
reaction. Homologous inhibition demonstrates specificity of a
monoplex component of the multiplex assay for the homologous
antigen, while heterologous inhibition indicates a nonspecific
reaction between a monoplex and the heterologous antigen.
Thresholds for homologous and heterologous inhibitions are
80-120 % and < 30 %, respectively. If the assay has passed
the specificity test, standardization should be performed next,
i.e. calibration using international standards (Table 2). First,
serum samples should be selected with high concentrations
of 1gG antibodies against each pathogen; the samples are
then pooled into a positive pool (which could be later used
as the secondary standard). Then titration is performed of
the international standard and the serum pool in a single run
using a fourfold series of dilutions starting from 1 : 100 [11],
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Fig. 4. Levels of IgG to measles in human serum measured by xMAP and ELISA

in each of 4 monoplexes according to the protocol, under the
selected conditions. Based on the results, calibration curves
are constructed using the predetermined values of international
standards (expressed in IU/ml) and the values of the same
standards obtained in the course of the experiment expressed
in MFI for each monoplex. Calibration curves are used to
determine concentrations of each analyte in the positive serum
pool; then titration curves are constructed and conclusions
are made whether this pool can be used as the secondary
standard or it should be diluted.

Standardization of the multiplex is carried out following the
same procedure (IS and SS titration in parallel, in the multiplex
suspension). Multiplex calibration curves are compared with
those for monoplexes, obtained in the previous step, and
correlations are drawn. Then IS and SS titration curves are
compared, and the decision is made whether the SS titration
curve can be used as a calibration curve for the multiplex.

Then the optimal mathematical model is selected to
accurately describe the obtained calibration curve and to
calculate antibodies concentrations (MIA) expressed in
international units.

IV. Analytical parameters, validation and diagnostic
value of a screening assay

Validation is a series of experiments performed to reliably assess
analytical parameters of the assay using a certified analytical
method. Validation aims to test the feasibility of the developed
assay and determine its limitations that may be critical for routine
use. The assay has a lot of analytical parameters; some of them
are analyzed and improved at the start of the experiment (for
example, cross-reactivity). Any experiment involving serum
samples with known analyte concentrations (detected by a
certified technique) is, in its essence, a part of the validation
process. It is impossible to say when the development of the
assay ends and validation begins.

Below we describe basic analytical characteristics of the
assay and propose a validation plan.

Sensitivity isinthe broad sense of this word an ability to detect
an analyte. It can be expressed as a minimal concentration of
this analyte reliably detected by the assay. Analytical sensitivity
is evaluated by running the zero sample without the analyte
through the assay; the mean value of the results plus 2 to 3
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Fig. 5. Levels of IgG to mumps in human serum measured by XMAP and ELISA

100000
10000

1000 -$= RUB

== MUM

100 b= HB

== MEA

10
1 T T T T T |
S1 S2 S3 S4 S5 S6 S7

Fig. 6. Curves for serum pools dilutions with high antibody titers to rubella (RUB), measles (MEA), mumps (MUM) and hepatitis B (HB)
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standard deviations are the analytical sensitivity. Another term
for it is limit of detection (LOD). In other words, it is a minimal
concentration of the analyte reliably detected (but no necessarily
quantitatively) by the studied assay. ULOQ and LLOQ are upper
and lower limits of quantification, the maximal and minimal
analyte quantities that can be detected at certain accuracy and
reproducibility values. Another type of sensitivity is functional
sensitivity- a minimal analyte concentration detected in a series
of runs with the coefficient of variance below a certain threshold
(10-20 %).

Precision is the variability of the results obtained in a series
of experiments with the same sample run through the assay
under identical conditions; it is expressed as a coefficient of
variance (CV, %). There are different types of precision. Within-
run precision (intra-assay variation) should be < 10 %. Between-
run precision (inter-assay variation) is expected to be < 20 %.
Other types of precision include variations between reagents,
equipment and even researchers. Reproducibility refers to the
precision of the results obtained with the same technique but it
different laboratories.

Specificity is an ability of the antibody to react with only
one particular antigen (one of the antigen/antibody pair is
the studied analyte). Cross-reactivity describes the extent of
antibody ability to react with other substances besides the
analyte/antigen.

Accuracy describes how consistent is the result obtained
using the studied assay with the actual value of the measured
parameter. Accuracy is crucial for all quantitative assays. It is
determined by running a sample with a known quantity of the
analyte through the assay. The ratio of the anticipated value to
the measured one shows the degree of recovery.

Linearity is an ability of the assay to produce results directly
proportional to the analyte concentration in the sample. To
estimate linearity, a series of standard dilutions of the analyte
is prepared, at concentrations ranging from 50 % to 130 %
by diluting the original solution. The concentrations are then
measured using the studied method. Based on the results
the calibration curve is constructed representing the linear
dependence between the calculated concentrations and the
original concentrations (in normalized coordinates). To estimate
linearity, r> correlation coefficient, the slops and the y-intercept
are calculated.

The assay range is an interval between the maximal (ULOQ)
and the minimal (LLoQ) analyte concentrations in the analyzed

sample, for which the studied method has an acceptable level
of precision, accuracy and linearity.

Apart from analytical characteristics, there are a few
diagnostic parameters used to estimate the diagnostic
value of an assay. They are analyzed in the course of assay
development and compared to the results obtained using
the reference method. Those include diagnostic sensitivity
(frequency of analyte detection in the samples in comparison
with the reference method; expressed in %); diagnostic
specificity (frequency of the negative result, i.e. the absence
of the analyte in the sample previously tested by a reference
method; expressed in %), and some other.

All the parameters mentioned above can be assessed
during the validation step. Fig. 7 shows a diagram representing
a single assay run that can yield data on almost all assay
parameters. Rows 1-83 and 10-12 of the plate contain
calibrators in the standard dilution buffer (PBS-TBN). Eight
dilutions of calibration samples are obtained in 6 replicates.
These samples will provide information about the calibration
curve, intra-assay variation, and the upper and lower limits
of detection. Wells marked by B (blank wells) contain only
the diluent (PBS-TBN) without the analyte. The mean value
for these 12 wells will be used to determine the background
signal, the limit of detection. Rows 4-6 C-H contain samples
with the analyte diluted in the standard dilution buffer (PBS-
TBN) in 3 replicates (S+B = sample+buffer). Rows 7-9 C-H
contain samples with the analyte diluted in the original matrix
(rabbit serum or human serum free of antibodies) (S+M =
sample+matrix). The obtained data can be used to estimate
accuracy, recovery from the diluent, linearity and intra-assay
variation. To evaluate inter-assay variation, a few similar runs
should be performed. Specificity is assessed by running cross-
reactivity and inhibition tests described above.

Upon validation we plan to determine the diagnostic value
of the assay and compare it to that of a commercial ELISA. We
plan to analyze at least 400 serum samples: 100 per pathogen.

CONCLUSION

The xMAP technology has been recognized as a rapid, sensitive
and accurate method for indirect serologic immunoassay.
Multiplex immunoassays have demonstrated their efficiency
in serological studies of herd immunity against vaccine-
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Fig. 7. Diagram illustrating the validation process of the studied assay. S1-8 — wells used to analyze calibrators and construct the calibration curve. B — wells
containing a standard diluent; S+B — samples with the analyte diluted in a standard dilution buffer; S+M — samples with the analyte diluted in the matrix (rabbit serum

or human serum free of antibodies)
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preventable infections. They can simultaneously detect a
number of different analytes, are fast and have excellent
analytical characteristics. We hope that our tetraplex will aid
large-scale seroepidemiological studies of herd immunity
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ESTIMATING THE ACTUAL SUSCEPTIBILITY OF DECREED POPULATION
TO MEASLES, RUBELLA AND MUMPS

Nozdracheva AV &, Gritsik AA, Kuzin SN, Semenenko TA

Department of Epidemiology,
Gamaleya Federal Research Center for Epidemiology and Microbiology, Moscow, Russia

As the modern society becomes more vaccine-dependent, the need arises for population immunity studies aimed to estimate
the prevalence of antibodies against a particular infection in the donors from different populations, including sentinel groups.
This work reveals the actual susceptibility of the Russian population to a number of vaccine preventable infections, including
measles, rubella, and mumps. The study was conducted using blood serum samples provided by the Blood serum bank of
Gamaleya Federal Research Center for Epidemiology and Microbiology (Moscow). Of 866 samples used in the study, 293 and
117 samples had been collected from healthcare workers in 2011 and 2017, respectively; 220 samples had been obtained from
military servants in 2016-2017, and 236 samples had been collected from healthy donors in 2016. All samples were studied
by solid phase enzyme immunoassay using diagnostic kits by Vector-Best (Russia). We discovered that 19.4 % and 28.8 %
of individuals were susceptible to measles and mumps, respectively, which is insufficient for ensuring epidemiological safety
(the herd immunity thresholds for these diseases are 7 % and 15 %, respectively) and puts the population at risk of infection
spread, should the pathogens enter the country. The proportion of individuals susceptible to rubella was 6.5 %, which is below
the herd immunity threshold (7 %).
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OLEHKA ®AKTUYECKOW BOCNPUNMHYNBOCTU OTAENbHbIX FPYMM
OEKPETUPOBAHHOIO HACEJIEHUA K BUPYCAM KOPWU, KPACHY XA
N SANMMAEMNHECKOIO NAPOTUTA

A. B. Hosgpauesa &, A. A. Tpuupk, C. H. KyauH, T. A. CeMeHeHKO

OThen annaemmonoriu,
HaumnoHanbHbIn nccnepoBaTensCKUA LEHTP SNMAEMUONONMN U MUKPOBUONOrMK MMEHN NOYETHOro akagemmka H. @. famanen, Mocksa

B ycnoBusix hopmmvpoBaHns «BakLIMHO3aBMCMMOCT» COBPEMEHHOMO OBLLECTBA MPUOPUTETHBIM ABASETCA U3yYeHe Nomnyns-
LMIOHHOIO MMMYHUTETA, OCHOBaHHOE Ha OLEHKE PacnpOCTPaHEHHOCTV aHTUTEN K TON UK MHOW MHAEKLMN B KPOBM JOHOPOB
N3 Pa3/INYHbIX, B TOM YMCNE MHANKATOPHbIX, FPYNM Hacenenns. B paboTe npeAacTaBneHbl AaHHble O (DakTUHeCKOM BOCMPUMM-
YMBOCTW POCCUSH K TaKM BaKLMHOYNpPaBisaembIM MHEKLMAM, Kak KOpb, KpacHyxa 1 anuaeMnyYeckimii napoTuT. B kavecTse
MaTtepvana ans UCcrnenoBaHus MCnonb3oBanv 0bpasLibl CbIBOPOTOK KPOBW 13 BaHka CbIBOPOTOK KpOBW HaloHansHoro
NCCNefoBaTebCKoro LieHTpa anNMAEMMUONIONN U MUKPOBMONOMMU UMEHN MOYETHOro akademuka H. ®. Mamanen (Mocksa):
866 06paaLoB, B ToM Hicne 293 1 117 06pasuoB 0T MeaMLMHCKMX PaboTHMKOB, NoydeHHbix B 2011 . 1 2017 . cootBeTc-
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World Health Organization (WHO) estimates that on average
2 billion people suffer from infections every year; 17 million
of them die [1]. Vaccination is the most effective and
economically sound tool for controlling infections, given that
it is promoted worldwide and the involved healthcare workers
are committed to its goals. Due to vaccination, approximately
2 to 3 million infection-related deaths were prevented in 2016;
but better coverage could have saved another 1.5 million
lives [1].

Good vaccination coverage is one of the key indicators of
a successful vaccination strategy. To ensure protection against
the majority of vaccine-preventable infections, WHO expects
vaccination coverage to be at least 95 % among children and
90 % among adults. Officially [2], Russia has already achieved
these high goals and now only maintains the recommended
rates. Plummeting incidence and mortality related to vaccine-
preventable infections indicate that the chosen vaccination
strategy is effective.

Inspiring results of vaccination drove WHO to announce a
new era in healthcare: smallpox had been eliminated by 1980,
no incident cases of polio have been reported in Russia since
2002. Although measles and rubella had not been eradicated
by 2010, as planned, there is hope for this to happen in the
future. In 2000, the USA declared elimination of measles [3];
however, in 2010 the situation changed: measles incidence
rates started to increase in both Americas, Europe, Africa, and
the former Soviet Union, including Russia [4]. Therefore, the
deadline for measles elimination was extended to 2015 and
then beyond 2020.

Growing measles incidence was alarming, prompting the
medical community to question the reliability of key indicators
of vaccination effectiveness. A few new factors were discovered
negatively affecting vaccination outcome, including weak cold
chains, unsubstantiated contraindications, increasing vaccine
hesitancy among parents and failure to adhere to vaccination
schedules. Unfortunately, vaccine hesitancy is becoming
a pressing issue in Russia. Polibin et al. [5] indicate that in
Russia the population tends to avoid any preventive measures,
including vaccination. Parent surveys show that only 80 % of
infants below 2 years of age are vaccinated.

Many authors believe that the troubling situation with
measles resulted from reduced herd immunity, i. e. the
proportion of people susceptible to infection [6-8]. The only
way to measure it is to resort to serological surveillance [8, 9].
The proportion of seronegative (or susceptible) individuals is
calculated using laboratory serum tests. Seronegativity rates
of <7 % and 15 % for measles and mumps, respectively, are
epidemiological health thresholds.

In Russia, serological surveillance is not perfect. One of its
downsides is the inability to compare results of studies of serum
samples collected in different years, accounting for the rapid
evolution of laboratory diagnostic techniques and standards.
Besides, serological studies ignore professional occupation
of the participants (for example, vaccination requirements for
decreed population groups are stricter) and their general health
(infections affect humoral immunity). Serum banks may provide
a solution here.

A number of Russian researchers argue that healthcare
workers contribute to the risk of infection outbreaks in
healthcare facilities [10, 11]. Healthcare personnel is regarded
by the law as a decreed population group; members of this
group must be vaccinated against measles before turning 55
(or 35, in the case of rubella and mumps) [12]. These people
are not only at risk of getting infected; they also indirectly signal
the epidemiological status of the population.

This study aimed to evaluate the actual susceptibility of
the Russian population to measles, rubella and mumps by
analyzing the samples from the Serum bank of N. F. Gamaleya
Federal Research Centre for Epidemiology and Microbiology,
Moscow.

METHODS

We studied 866 serum samples, including:

— 293 samples collected in 2011 from healthcare workers
residing in the Central Federal District (CFD);

- 117 samples collected in 2017 from healthcare workers
residing in CFD;

- 220 samples collected in 2016-2017 from contracted
soldiers (military recruits) serving in Moscow region;

— 236 samples collected in 2016 from seemingly healthy
individuals residing in Moscow and Moscow region.

In 2011 the situation with measles significantly deteriorated
in Russia, and in 2017 extra preventive measures were taken
supported by the State, including immunization of previously
unvaccinated population groups and increasing the vaccination
age for medical workers from 35 to 55 years [8, 12]. Outbreaks
of measles, rubella and mumps are, however, still reported
in the armed forces, demonstrating a problem of a closed
susceptible group [13].

In our study, vaccination histories of sample donors were
unknown, no documented evidence on their vaccination status
was available.

The study was designed and conducted in compliance with
the guidelines of the Russian Federal Service for Surveillance
on Consumer Rights Protection and Human Wellbeing [9].
Serum samples were studied using ELISA and a number of
testing kits, including Vecto-Measles 1gG, Vecto-Rubella IgG,
Vecto-Mumps IgG (by Vector-Best, Russia), according to the
manufacturer’s protocol.

Statistical analysis was performed in Microsoft Excel and
Statistica 6.0 (StatSoft, USA). Significance of differences
between the groups was calculated using the chi squared test
and Yates’ correction. Mean values (m) were calculated for all
studied parameters; a 95 % confidence interval was calculated
using the Clopper—Pearson method.

RESULTS

In the course of our study, we evaluated immunity to vaccine-
preventable infections among different population groups.
Results are shown in Table 1.

The table shows that all studied groups were protected
against rubella: the proportion of seronegative samples did not
exceed the 7 % threshold.

A considerable proportion of study participants were
susceptible to measles, military recruits being the most
vulnerable group, where the proportion of seronegative
samples reached the maximum of 25.5 %, which is 3.6 times
higher than the epidemic threshold. Among medical workers,
susceptible individuals accounted for 7.7 %.

Among the healthy donors residing in Moscow and Moscow
region, the proportion of susceptible individuals was quite large
(21.2 %). This people may contribute to the spread of measles,
forming epidemic foci, especially in the armed forces, should
the pathogen find its way into the region. Thus, the current
situation with measles in Moscow and Moscow region can be
characterized as unstable.
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Table 1. Immunity to measles, rubella and mumps in different population groups residing in Russia (2016-2017)
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— - — : N
Population groups Seronegil/':v[g to? Sr)nse?/oslles virus, Seronegativity to rubella virus, % [Cl of 95 %] Seronegatn[/gly;fogn;uo;:]ps virus, %

Healthcare workers 7.7"[3.6; 14.1] 5.1[1.9; 10.8] 20.5[13.6; 29.0]

Military recruits 25.5[19.8; 31.8] 4.6 [2.2;8.2] 29.6 [23.6; 36.1]

Healthy individuals 21.2[16.2; 27.0] 8.9" [56.6; 13.3] 32.2 [26.3; 38.6]

Total 19.4[16.2; 22.9] 6.5 [4.6; 8.8] 28.8 [25.1; 32.7]

Note. * — differences in comparison with the epidemiological health thresholds (7 %) are statistically insignificant (p > 0.05).

Table 2. Herd immunity in healthcare workers

Population drouns Seronegativity to measles virus, % Seronegativity to rubella virus, % Seronegativity to mumps virus, %
P group [Cl of 95 %] [Cl of 95 %] [Cl of 95 %]
Healthcare workers (2011) 18.7 [14.5; 23.7] 4.7 [2.6; 7.9] 38.2 [32.6; 44.1]
Healthcare workers (2017) 7.7[3.6; 14.1] 5.1[1.9; 10.8] 20.5 [13.6; 29.0]

A considerable proportion of individuals was found to be
susceptible to mumps in all studied groups (29.6 % of military
recruits, 32.3 % of healthy donors), which is on average twice
as high as the epidemic threshold (< 15 %) and may promote
infection in the population.

Serum banks accumulate samples obtained before
the actual study, making retrospective serological research
possible. In our study we used blood serum samples collected
from healthcare workers in 2011 when measles incidence rates
where increasing in Russia in general and Moscow in particular.
Statistical differences (p < 0.05) between two sample groups
were observed for measles and mumps (Table 2).

Between 2011 and 2017, the proportion of people
susceptible to measles considerably decreased and reached
the recommended threshold: from 18.7 % in 2001 to 7.7 % in
2017, which may be a result of an additional round of vaccination
prompted by the epidemiological situation. The proportion of
individuals seronegative to mumps decreased from 38.2 % to
20.5 % but did not reach the recommended threshold, which
indicates the need for an additional vaccination round.

DISCUSSION

Based on the obtained results, we conclude that susceptibility
to rubella in some population groups and population in general
is low and does not go beyond the outbreak threshold (the
proportion of seronegative samples in our study was 6.5 %).
These results correlate with the official statistics on sporadic
rubella incidence of 0.11 per 100,000 population in 2016, with
no congenital rubella cases reported [14]. Importantly, over the
last 6 years the proportion of seronegative individuals has not
changed, which is a good prognostic sign.

There is a risk of measles epidemic, should the pathogen
find its way into the country, because in all studied groups the
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THE ROLE OF IMMUNOLOGICAL MEMORY IN ESTABLISHING ANTITUMOR
IMMUNITY IN PATIENTS WITH OVARIAN CANCER UNDERGOING
NEOADJUVANT THERAPY

Zlatnik EYU'®® Nerodo GA?, Ardzha AYu?, Seliutina ON', Bondarenko ES'
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Understanding the role of immunological memory mediated by T-lymphocytes in patients with malignant tumors is a pressing
issue. This study aimed to assess the contribution of memory T-cells to antitumor immunity in patients with ovarian cancer
undergoing neoadjuvant chemoimmunotherapy with recombinant interferon-gamma (rIFNy). Quantification of central (Tcm)
and effector (Tem) memory T-cells (Tm), as well as naive T-lymphocytes (ThO), was done using flow cytometry. Compared to
healthy females, untreated cancer patients were found to have more Tm and less ThO cells in their blood CD4+ and CD8* T-cell
subpopulations. In cancer patients, Tm cells accumulated in the ascitic fluid, exceeding 7.7 times the number of CD4* ThO cells
and 6.5 times the number of CD8* ThO cells, with Tem prevailing over Tcm. After chemotherapy with rIFNy, blood ThO decreased
in cancer patients, while Tcm dominated the CD8* Tm subpopulation both in the blood and ascitic fluid. Tem cells were a
prevalent cell type in patients who received chemotherapy without interferon-gamma. Decreased ThO and Tcm prevalence were
a positive sign accompanied by a good response to treatment, including lower relapse rates (46.7 % vs. 80 % in controls) and
a longer relapse-free period (17.5 + 1.6 vs. 11.3 = 1.5 months in controls). Therefore, we conclude that chemoimmunotherapy
alters proportions of T-cell subpopulations in the blood and ascitic fluid of patients with ovarian cancer, with Tcm cells prevailing
over Tem, which may be one of the mechanisms of rlFNy (Ingaron) action.
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POJIb UMMYHOJTIOTMYECKOW NAMATU B ®OPMUPOBAHUN
MPOTUBOOINMYXOJIEBOINO UMMYHUTETA Y BOJIbHbIX PAKOM
ANYHUKOB HA 3TAMNE HEOAABbOBAHTHOIO JIEHEHUA

E. tO. Bnathuk' = T, A. Hepopo?, A. 0. Apopka?, O. H. CentoTtuHa', E. C. BoHaapeHko!

" NabopaTopuist UMMYHO(EHOTUMNPOBAHWIS OMYXONe,
PoCTOBCKUIN Hay4YHO-MCCNER0BATENBCKNI OHKONOMMHYECKMIA MHCTUTYT, PocTOB-Ha-LoHy

20TaeneHne OHKOrMHEKONorm,
PoCTOBCKMIN Hay4YHO-MCCNE[0BaTENBCKNI OHKONOMMHYECKMIN MHCTUTYT, PocToB-Ha-LoHy

V13y4eHre ponn MMMYyHONOMMHYECKOM NaMsATX, ONOCPEeaoBaHHON T-nuMmdoLmUTamMm, NpY 310KaYECTBEHHbBIX ONYXONSX U UX ne-
YeHUN — akTyanbHasa Hay4Hast 3agada. Llenbto nccnenosaHus 6bina oLeHka ponn T-KNETOK UMMYHONOMMHECKON NamMaTu B
hopMMPOBaHUN NPOTUBOOMYXOEBOMO NMMYHUTETA Y BOMIBHBIX PAKOM SNYHMKOB Ha 3Tane HEOaabIOBAHTHOMO NTIEHEHS, BKITHO-
HaOLLEr0 XUMVOUMMYHOTEPANMIO C MPUMEHEHVEM PEKOMOUHAHTHOIO MHTepdepoHa-rammva (p®HY). MeTogp!: npoToyHas
LMTOMETPUS 4N19 ONpefeneHns LeHTpabHbIX (Tcm) n addekTopHbIx (Tem) T-knetok namatie (Tm) 1 HamBHbIX T-NMQOLUTOB
(ThQ). Pesynbrathbl: B KPoBM 60JIbHbIX MO CPABHEHMIO C AOHOPaMK 0BHapy>KeHO BbICOKoe (Tm) 1 HM3Kkoe (ThO) cogep»xaHme
T-knetok cpean CD4+ n CD8* cybnonynauuin. B acUuMTUHECKON XXNOKOCTY MPOUCXOANIO HAKOMNEHNe Tm, NpeBbILLatoLLMX
konunyecTtso ThO B 7,7 pasa B cybnonynaummn CD4* n B 6,5 pasa B cybnonynsuumm CD8*, B KoTopon Tem npeobnagan Hag,
Tcm. MNocne xummnoTtepanun ¢ npenapatoM pPYIOHY B KpoBM 60MBHbIX BbIABAEHO CHKEHWE YPOBHA ThO, B KPOBM 1 B aCLIATU-
HECKOW »XnaKocTy — npeobnagaHne Tecm cpeay CD8* Tm, a 'y 60/bHbIX, NOMyYaBLUNX XMMUOTEPaNMO 63 MMyHOTEPann,
npeobnaganv Tem. [daHHble pasnmyms Obinv pacLieHeHbl Kak 61aronpusaTHbIe, MOCKOSbKY COMPOBOXOANMNCH MONOXKUTENBHOM
KIMHUHYECKOW OMHAMWNKOW: MEHbLLIEN YacTOTOW peLvanBmpoBaHns (46,7 npotne 80 % B KOHTPOIE) 1 Bonee onmTenbHbiM 6e3-
peunamBHbIM nepuogom (17,5 + 1,6 npotne 11,3 + 1,5 Mec. B KOHTPOne). Takm 06pas3oMm, XMMUOVMMYHOTEParst BbI3bIBaET
nepepacnpeneneHne cyononynaumn T-kNeToK B KPOBY 1 B aCLIMTUHECKOW XXUOKOCTV NMPW pake AnHHKOB B CTOPOHY npeobna-
danvia Tecm Hag Tem, Y4TO MOXET ObITb OAHUM U3 MEXaHV3MOB AeVCTBMA NpenapaTta «/HrapoH» (pl/IdHYy).

KntoyeBble cnoBa: pak an4HKOB, aCLUTUHECKAs XKNOKOCTb, KPOBb, MPOTOYHAA LIMTOMETPUSA, MMMAOLUTBI, T-KNETKM MaMATH,
Tcm, Tem, HavBHblE T-IMM@OLMTLI, NHTEPMDEPOH-Y
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Rapid development of cell technologies promises
advancements in antitumour treatment methods. One of those
methods is adoptive immunotherapy that implies application
of ex vivo activated lymphocytes of peripheral blood and
tumor microenvironment lymphocytes (LAK- and TIL-cells),
ClIK-lymphocytes, DC-vaccination, etc. [1]. In recent years, a
number of studies highlighted efficiency of CAR therapy against
certain types of tumors [2].

Nevertheless, adoptive immunotherapy in cancer patients
often fails to deliver on expectations, which leads to clinicians
abandoning the approach both as alternative to chemotherapy
oras acomplementtoit[1]. Such anti-cancer strategies often fail
because of immunosuppressive mechanisms active in cancer
patients' bodies, the mechanisms that cause imbalance and
dysfunction in various subpopulations of lymphocytes, including
lymphocytes powering immunological memory. Immunological
memory is not a newly discovered phenomenon. It belongs to
the adaptive immunity system that includes T- and B-cell links.
Memory lymphocytes play an important part in opposing any
chronic pathology. As for tumors, of special importance is the
immunological memory mediated by T-lymphocytes. In such
cases, researchers pay close attention to CD8* cells, since,
compared to their naive counterparts, those memory cells show
a much higher incidence of specific cytotoxic T-lymphocytes
recognizing tumor-associated antigens [3]. As the example of
melanoma melan-A tetramer shows, in cancer patients, naive
T-lymphocytes (Th0) and memory T-cells (Tm) respond ex vivo
stimulation with tumor antigen differently; CD45RA*CCR7+ cells
do respond and CD45RO*CCR7- do not [4, 5]. Some authors
believe the level of CD8* memory cells in a colorectal cancer
tumor and other solid tumors is a key factor for survival of
patients [6].

Adoption of lymphocytes immunophenotyping methods
in the late 20th century lead to discovery of heterogeneity
of Tm lymphocytes subpopulation; as is known now,
its subdivision depends on the expression of adhesive,
chemokine, costimulatory receptors, on the ability to produce
cytokines and the response to them, the ability to penetrate
through endothelium and other characteristics. These
expressions, abilities and characteristics allowed determining
basic subpopulations of Tm: central (Tcm) and effector (Tem).
Characteristic for the phenotype of these cells is the CD45R0O
expression and no CD45RA expression, as well as presence of
CCRY7, CD62L, CD27 and CD28 on Tcm receptors. As for the
Tem cells, they have no CCR7, CD62L and CD28 expression
and do show that for CD27 [7]. ThO boast high CCR7, CD62L,
CD27, CD28 and CD45RA expression and no CD45R0. Thus,
immunophenotyping with a minimal panel of monoclonal
antibodies CD62L, CD45RA and CD45R0 allows associating
T-lymphocyte to a ThO, Tcm or Tem subpopulation.

Chronic antigenic stimulation alters ThO, which results in
not just the aforementioned change in their immunophenotype
but also in suppression of proliferation and decreased survival
rate, as well weaker response to homeostatic cytokines (IL-7,
IL-15) and ability to produce IL-2. At the same time, effector
functions, cytotoxicity in particular, grow. CD62L and CCR7
receptors expressed by ThO and Tcm boost their extravasation
through high endothelial venules and migration of peripheral
lymph nodes to T-dependent zones, while the Tem inhabit
peripheral tissues (liver, lungs) and area of inflammation/tumor
[8, 9]. These properties make Tem "watchdogs" and Tcm —
"guardians" on the systemic level that ensure a quick response
to subsequent antigen administration [10, 11].

As for the antitumor activity of effector and central Tm, there
are different opinions, but Tcm is a more popular choice [7, 9].
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There is evidence proving that, although they act differently,
both types of Tm cells make the antitumor protection optimal,
i. e. they complement each other [12]. A number of studies
states that if there are CD4* lymphocytes among Tm, they
prevent depletion of CD8* lymphocytes [13]. Thus, it is better
to use a heterogeneous mixture of those subsets [12, 13].

In addition to the basic Tm subpopulations, some
researchers point to a resident subpopulation (Trm) formed
by circulating CD8* Tm, which expresses additional CD103
receptors in the nidus [14]. Various phenotypic characteristics
of CD8* Tm in different organs have also been reported. For
example, peritoneal cavity normally contains only CD4* and
CD8+ effector lymphocytes, but in case of inflammation CD4+
and CD8* Tm are also found there [14]. Retention of Tm in the
microenvironment with their subsequent transformation into
Tm-cells can be triggered by appearance of an antigen [15]
or the "cytokine explosion" that accompanies inflammation.
Earlier, researchers have described Trm cells' activity in the
presence of an inflammation [16, 17], but not in tumor growth
which might be a different matter.

There is a number of current research papers covering
immunological aspects of ovarian cancer treatment; they are
part of effort to develop new immunotherapy methods [1,
18]. Such research often leads to some unexpected findings
pertaining to immunological memory cells. For example, one
study describes a minor subpopulation of Tm expressing B-cell
receptor CD20* together with IFNy* and CD8+* [19], which
allows assuming its tumor growth suppressing qualities.

Normally, Tcm cells dominate in CD4+ subpopulation; the
same is true for Tem in CD8* subpopulation [11]. The numbers
of these cells are different in lymphoid and non-lymphoid
organs, and their phenotypic and functional characteristics
may differ depending on microenvironment [14].

The immune response to a tumor is both system-wide and
local, it activates various cell-based and cell-related factors
and also their soluble products [18]. However, it is believed
that immunocompetent cells and cytokines present in the
tumor's microenvironment can both contribute to this tumor's
regression and stimulate its growth, especially at advanced
stages [20-23].

Treatment of ovarian cancer (OC) remains one of the biggest
challenges for oncologists [24]. According to the available data,
QOC is the fifth most common cancer. Despite the continuous
improvement of diagnostic and treatment methods, it still is the
deadliest one. Although chemotherapy is quite efficient against
QOC, the tumor rarely disappears completely and is prone to
recur frequently and early. Today, a combination of surgery and
chemotherapy is a standard approach to treating OC at llI-IV
stages. However, currently it is impossible to make full use of
cytoreductive operation due to technical difficulties associated
with the spread of tumor. In case surgery is not possible, the
first stage of treatment is neocadjuvant chemotherapy, and after
the surgery comes adjuvant chemotherapy. The most popular
combination for a chemotherapy course is Paclitaxel and
Carboplatinum with a 3-week interval [25].

Ingaron, recombinant interferon-gamma (rIFNy) injectable
preparation developed by Russian scientists, aims to stimulate
cellular immunity and produces antiviral, antiproliferative
and immunomodulating effects [26]. Its antitumor activity
derives from the ability to activate natural killers (NK cells),
cytotoxic T-lymphocytes and macrophages. Given together
with cytostatics, Ingaron helps to decrease the resistance of
tumor cells to chemotherapy and thus to make the treatment
significantly more effective [27]. Research showed Ingaron to be
an efficient medication against cervical cancer, breast cancer,
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lung cancer, melanoma, colorectal cancer. The preparation
worked even when the stages were advanced [28].

This study aimed to assess the contribution of memory
T-cells to antitumor immunity in patients with ovarian cancer
undergoing  neoadjuvant  chemoimmunotherapy  with
recombinant interferon-gamma (rlFNy)

METHODS

The study was conducted from 2013 to 2017 at the
Department of Gynecologic Oncology, and Laboratory for
Immunophenotyping of Tumors, Rostov Research Institute
of Oncology (RRIO), Rostov-on-Don, Russia. 30 OC patients
aged 34 to 77 underwent examination; the mean age was
54.9 + 1.3 years. All patients had their tumors detected for the
first time. The average duration of a case history was 7 months.
All patients voluntarily signed informed consent forms, all
examinations followed ethical principles set by the Declaration
of Helsinki (2013). Ethical committee of RRIO approved the
study by the protocol no. 24 of November 23, 2012.

The inclusion criteria were: 18 years old or older; ascitic
form, lll-IV stage OC verified cytologically or morphologically;
no previous special treatment courses.

The exclusion criteria  were: expressed comorbidity
(previous myocardial infarction, decompensated heart disease,
diabetes mellitus); chemotherapy, radiation therapy, surgery,
immunotherapy courses underwent before treatment in the
context of the study; metastatic lesions in the central nervous
system; pregnancy and lactation; any reasons preventing
regular treatment and monitoring sessions.

The patients were divided into 2 groups, 15 patients in each.
For group 1 (treatment group) chemotherapy was combined
with rlFNy immunotherapy (ChiIT), group 2 (control group) got
chemotherapy (ChT) only.

Comparative analysis of the groups revealed that both
had 11 (73.3 %) stage Ill OC patients and 4 (26.7 %) stage
IV OC patients. The differences were statistically insignificant
(p > 0.05). The majority of patients were aged 50-59 years:
5 (38.3 %) in the treatment, 6 (40.0 %) in the control group. No
statistically significant difference detected. ECOG-WHO scale
was applied to assess the general condition of patients; most
scored 2 points (8 (53.3 %) and 9 (60.0 %) patients in treatment
group and control group, respectively). The differences were
not statistically significant. Thus, age, OC stages and general
condition were identical for both groups, which allows making
the comparative analysis.

The comparison group consisted of 20 practically healthy
women of the same age who had blood samples taken.

The patients were examined as their treatment progressed,
before and 3 weeks after ChT (15 patients) and ChIT (15
patients). The 3-week interval matched that between treatment
courses. The patients received two to three courses of
polychemotherapy: Carboplatinum (AUC-6), intravenously
(dropping), Paclitaxel 175 mg/m? intravenously (dropping), 21
days between the courses. ChIT regimen was as follows: rlFNy
(Ingaron by Pharmaclone, Russia) injected intramuscularly,
500,000 IU on day 1, 1,000,000 IU on days 2, 3 and 5, and
day 4 was for Paclitaxel + Carboplatinum (polychemotherapy).
Age, OC stages and general conditions were identical for both
groups.

Further, all patients underwent surgery depending on the
results of the treatment. It could be total hysterectomy with
salpingo-oophorectomy, omentum resection or extirpation,
salpingo-oophorectomy. Post-operation, treatment group

patients received adjuvant ChlT: Ingaron, intramuscularly, same
regimen started on the 9th day. The patients had 2 Ingaron
cycles and then 4 chemotherapy cycles, which made the entire
adjuvant treatment course included 6 cycles. Control group
patients received 6 ChT cycles.

Complete or partial regression and the general effect (tumor
regression and stabilization) and progression values as defined
by WHO were criteria for assessment of the effect produced by
neoadjuvant therapy.

The post-treatment follow-up period was 3 years, with
tumor recurrence time registered.

Blood and ascitic fluid (AF) samples were taken before the
treatment and at its stages. The total number of blood samples
examined was 98, number of AF samples equaled 47.

Blood lymphocytes and AF flow cytofluorimetry. The device
used for the purpose was BD FACSCanto Il flow cytometer
(Becton Dickinson, USA). It features two lasers emitting at
488 nm and 633 nm (fluorophores excitation wavelengths)
and allows using up to 6 monoclonal antibodies in one tube
simultaneously. Monoclonal antibodies were conjugated with
the following fluorochromes: FITC, PE, PerCP-Cy5.5, PE-Cy7,
APC, APC-Cy7. The cytometer was set up with the help of
standard BD FACS 7-color setup beads (BD Biosciences,
USA).

Sample preparation and immunophenotypic staining.
To assess expression of receptors, researchers resorted to
immunophenotypic staining. It was done with fluorescently-
labeled antibodies as prescribed by the protocol supplied
by the manufacturer. For each examination, 2 tubes with the
following sets of monoclonal antibodies BD Multitest (Becton
Dickinson, USA) were used:

1. CD45RA FITC/CD45R0O PE/CD3 PerCP/CD4 APC (cat.
#340571) or CD45RA FITC/CD45RO PE/CD3 PerCP/CD8
APC (cat. #340574);

2. CD45RA FITC/CD62L PE/CD3 PerCP/CD4 APC (cat.
#340977).

This panel of antibodies allows to count the content of ThO,
Tem and Tem (CD62L*CD45RA*CD45R0O-, CD62L*CD45RA"
CD45R0O* and CD62L-CD45RA-CD45R0O+ respectively) among
CD4+ and CD8* Tm subpopulations. At least 50,000 cells were
accumulated in each sample for data analysis.

Gating tactics and data analysis. The lymphocyte region
was determined with the help of Dot Plot chart by direct (relative
cell size) and lateral (cell structure) light scattering parameters.
The share of T-helpers and cytotoxic T-lymphocytes in the
overall lymphocytes population was calculated within this
range by markers CD3, CD4 and CD8. Next, we analyzed
the share of T-lymphocytes with phenotypes CD4+*CD45RO~*
CD45RA-, CD8*CD45RO*CD45RA-, CD4+*CD45RA*CD62L ",
CD8*CD45RA*CD62L* in the populations of T-helpers and
cytotoxic T-lymphocytes. For each sample, Tm/ThO coefficients
were calculated for CD4+ and CD8* subpopulations. Tcm and
Tem levels were taken as a percentage of the number of Tm
belonging to CD4* and CD8* subpopulations, then the Tem/
Tem coefficient was calculated. Fig. 1 and 2 show examples of
blood and AF flow cytofluorimetry results.

Mathematical and statistical processing methods. BD
FACSDiva Software (Becton Dickinson, USA) did mathematical
processing of the data. Statistica 8.0 for Windows and MS
Excel were the tools that enabled the results analysis and
statistical processing. The threshold of statistical significance
of differences was p < 0.05. The Wilcoxon test was also used;
the 2 fitting criterion helped to assess reliability of differences
between frequency of development of total and overall effect
and frequency of recurrence.
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Fig. 1. Peripheral blood Tm, flow cytometry: (A) — lymphocyte region among blood cells; (B) — T-lymphocytes population; (C) — distribution of CD4 and CD8; (D) —
distribution of CD45RA and CD45R0 after logical restriction by CD4; (E) — distribution of CD45RA and CD45RO after logical restriction by CD8; (F) — distribution of
CD45RA and CD62L after logical restriction by CD4; (G) — distribution of CD45RA and CD62L after logical restriction by CD8

RESULTS

Tables 1-4 and in Fig. 3 and 4 show the results of the study. We
found some differences in content of Tm and ThO lymphocytes
in biological fluids samples. As seen in Table 1, blood of OC
patients has a higher level of Tm among CD3*CD4+ cells and a
lower level of ThO among CD3*CD8+ cells compared to those
seen in healthy women; the difference is statistically significant
(p < 0.05). Comparison of levels of Tm in blood and AF of OC
patients revealed that these cells are much more common
in AF (p < 0.05). In contrast, the levels of ThO in AF were
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statistically significantly lower when compared to those seen in
the patients's blood (p < 0.05) (Table 1).

There were no statistically significant differences between
CD4+ and CD8* cell levels in blood and AF, although levels
of lymphocytes and monocytes in AF significantly exceeded
those seen in blood. Despite the significantly higher level of
lymphocytes in AF (52.4 + 5.5 compared to 17.4 + 2.7 % in
patients' blood), the contents of their main subpopulations in
these biological fluids were not statistically different: the level
of CD4+ cells in blood was 49.2 + 3.1 %, that in the AF —
48.7 + 3.2 %; CD8* levels were 18.4 + 2.7 and 22.6 + 3.3 %,
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Fig. 2. AF Tm, flow cytometry: (A) — lymphocytes region; (B) — T-lymphocytes population; (C) — distribution of CD4 and CD8; (D) — distribution of CD45RA and
CD45RO after logical restriction by CD4; (E) — distribution of CD45RA and CD45R0O after logical restriction by CD8; (F) — the distribution of CD45RA and CD62L after
logical restriction by CD4; (G) — distribution of CD45RA and CD62L after logical restriction by CD8

respectively. The CD4+/CD8* index for AF was also on par
with that for blood of patients, i. e. there were no statistically
significant differences there. However, the ratio of Tm/ThO
found in both T-cell subpopulations was significantly higher in
AF of patients than in their blood (7.7 + 1.0 vs. 2.9 + 0.5 for
CD4* cells and 6.5 + 1.3 vs. 2.1 + 0.3 for CD8* cells; in both
cases, p < 0.05). This means there are markedly more Tm than
ThO in the tumor nidus than in the peripheral blood.

We also found some differences in content of Tm
subpopulations in the examined biological fluids (Table 2).

Table 2 shows that Tem levels among subpopulations of
CD4+ and CD8+ cells in AF are statistically significantly higher
than those in blood of patients and in blood of healthy women

(p < 0.05). As for the content of Tcm, the differences between
AF of patients and blood of healthy women were found for CD8*
only. It is interesting that there were no statistically significant
differences in the studied subpopulations in blood of patients
and healthy individuals.

Tem levels in CD4+ and CD8* subpopulations were similar
in most cases, whereas the share of Tm in CD4* subpopulation
was 2-2.3 times higher than in CD8* subpopulation. In blood
and AF samples, Tem dominated over Tcm in CD8* cell
subpopulation (over 1.0), and Tcm dominated over Tem in CD4+
subpopulation (below 1.0) (Fig. 3).

Thus, comparison of systemic and local cellular immunity
indices seen in AF of OC patients showed that Tm dominate in
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patients' blood when put against that of healthy women and in
the patients' AF when compared to their peripheral blood. Most
of the CD4* Tm were Tcm while the majority of CD8* Tm were
Tem, which accumulated in patients' AF.

Neoadjuvant treatment lead to a complete regression
of tumor in 4 patients (26.7 %) of the treatment group (ChT
plus rlIFNy) and in 1 (6.7 %) belonging to the control group.
Assessment of the overall effect of treatment revealed
statistically significant differences in data describing treatment
group and control group (87.0 and 30.0 %, respectively). Only 1
patient of the control group had the tumor progressing (6.7 %).

After 2-3 cycles of neoadjuvant polychemotherapy, 12
(80.0 %) patients of the treatment group underwent full-scale
surgery (total hysterectomy with salpingo-oophorectomy,
omentum resection or extirpation). In control group, only 6
patients were in a state allowing this degree of intervention.
The difference is significant (p < 0.05). 3 patients (20.0 %) of
the treatment group had incomplete surgery that included
oothecoma removal and omentum resection; in the control
group, the same operations were performed on 8 patients
(63.3 %), and 1 patient had a trial laparotomy.

The post-adjuvant treatment follow-up period was 3 years.
Recurrence in the treatment group was 46.7 % while that in
the control group was 80.0 % (7 and 12 patients, respectively).
The average time of the recurrence was 17.5 + 1.6 months and
11.3 = 1.5 months, respectively. The differences are significant
(p <0.05).

Only the patients that had the same kind of surgery (full-
scale surgery) were picked for immunological examination.

Dynamics of levels of Tm and ThO in blood of patients from
both groups can be seen in Table 3. There are some differences
there. Worth a special note is the decrease of levels of naive ThO
in treatment group patients (ChT plus rlIFNy), which became
statistically significant by the end of the treatment (p < 0.05). In
the control group, the level of these cells did not differ from the
initial one during the entire follow-up period.

The Tm/ThO ratio was growing (and reached statistical
significance) in the treatment group and not in the control
group (Fig. 4). Thus, the CD8* cells Tm/ThO ratio increased
from 2.5 + 0.5 to 3.4 + 0.7 in patients of the treatment group,
while in the control group it went down from 1.7 + 0.3 to
1.4 + 0.3. The difference is significant (p < 0.05). As for the
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CD4+ subpopulation, the growth was 2.5-fold in the treatment
group and in the control group it did not change.

During treatment, Tm content was not significantly different
in treatment and control groups (Table 3), but assessment of
dynamics revealed such differences in CD8* Tm subpopulation
(Table 4). In the control group, the level of Tcm gradually
decreased and by the end of the treatment the difference
acquired statistical significance (p < 0.05). Tem levels did not
change.

ChIT that included rIFNy initially led to similar changes,
but as the treatment approached completion, the volume of
Tcm was greater and Tem lower in blood of treatment group
patients that those in blood of control group patients (Table 4).
In other words, Tcm dominated in blood of the treatment
group patients and Tem were the majority in the control group
patients' blood. The Tem / Tcm ratio was 2.27 + 0.4 and
0.62 + 0.18, respectively, p < 0.05.

The dynamics of levels of the studied subpopulations in
AF could only be registered when the fluid accumulated, i. e.
during the preoperative period. It was found that the Tm/ThO
levels ratio in CD4* lymphocytes subpopulation increased
from 7.7 + 1.0 to 18.0 + 1.5 (p < 0.05); the data describes
treatment group, the increase is statistically significant. AF of
patients of the same group has also shown changes in Tm
CD8* subpopulation: the level of Tem decreased (13.6 + 4.6
compared to 42.1 + 4.1 % in the control group, p < 0.05),
and the volume of Tcm tended to increase. The total number
of lymphocytes in AF after ChIT was 42.2 + 7.8, while after
ChT it was 31.1 + 7.1 % (the differences are statistically
insignificant); However, ChT lead to the reduction in their
numbers compared to the initial counts, the difference here
being statistically significant (52.4 + 5.5 %, p < 0.05). Other
statistically significant differences include those describing
CD3* and CD4+ cell levels: ChIT brought them up to 82.1 +
6.3 and 57.6 + 5.7, respectively, while ChT produced a more
modest growth of 65.4 + 6.5 % and 42.6 + 2.5 %, respectively;
in both cases p < 0.05.

Thus, the content of Tm in both CD4* and CD8*
subpopulations in patients' AF was greater than that in their
blood, while ThO was smaller; among TmCD8*, Tem were
prevalent. The study revealed that adding Ingaron (rIFNy) to a
chemotherapy course, thus making it a chemoimmunotherapy

Table 1. Tm and ThO subpopulations of CD4* and CD8* in blood and AF of OC patients

Tm, % ThO, %
Samples
CD4+ CcD8* CD4+ CcDs8*
Blood of healthy women (n = 20) 55.0 + 3.7 35.0+4.3 234 +3.2 27.7+3.7
Blood of OC patients (n = 30) 64.5 +2.3* 40.8 + 5.1 224 + 41 18.5 £ 2.7*
AF of OC patients (n = 30) 79.2 + 4.0%* 57.5 + 3.1** 10.2 + 1.6 9.5 + 2.5

Note. * — significant differences from blood of healthy donors (p < 0.05); ** — significant differences from blood of patients (p < 0.05). Hereinafter, in tables 2—4 reliability

of the differences was calculated through the Wilcoxon test.

Table 2. Central and effector Tm with CD4+ and CD8* phenotype in blood and AF of OC patients

Tm CD4* Tm CD8*
Samples
Tem, % Tem, % Tem, % Tem, %
Blood of healthy women (n = 20) 41.7+25 17.8 +2.3" 17.7 £ 2.5" 241 +3.6*
Blood of OC patients (n = 30) 42.0+3.1 24.8 +1.8* 220+1.5 28.2+3.2*
AF of OC patients (n = 30) 471 +33 39.8+3.9 27.0+2.0 421 +4.1

Note. * — significant differences from AF (p < 0.05).
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Tem/Tcm

CD4* Tm

Fig. 3. Tem / Tcm ratio in CD4+ and CD8* subpopulations of memory T-cells

course, maintains the opposite dynamics of Tem and Tcm cells
in patients' blood and AF.

DISCUSSION

The biological role Tm play in resisting cancer is important.
The volumes and ratios of these cells can be changed through
immunotherapy. Within the context of this study, we monitored
and registered the levels of Tm (including Tcm, Tem) and ThO
in blood and ascitic fluid (AF) of OC patients before treatment
and during chemoimmunotherapy. Earlier, we registered
and described a higher content of lymphocytes (with Tm
dominating) in AF of patients [29]; this study goes further
and discovers the prevalence of Tem there, mostly belonging
to CD8* subpopulation. Although it is not yet possible to
establish their specificity and substantiate the hypothesis of
their antitumor activity, the published research data available
indicate that, since the expansion of lymphocytes as part of a
lymphoid infiltrate in the tumor (tumor-infiltrating lymphocytes)
is clonal, antigen-specific lymphocytes should dominate in
the tumor microenvironment [6]. Judging by the noticeable
spread of tumor, OC patients do not develop effective immune
reactions, which may be caused by some peculiar features
of the tumor microenvironment. It appears that tumor cells in
AF activate peritoneal macrophages and monocytes, which
leads to hyperproduction of cytokines possessing pro-tumor
properties [21]. AF monocytes are a potential source of type
2 macrophages that support tumor growth by autocrine
production of VEGF, EGF, TGFR, IL-6, IL-8, IL-10, supported
by hypoxia developing in tumor tissue [23, 30]. These same
cytokines, as well as chemokines that can be produced by
tumor cells, stimulate the migration of lymphocytes into the
peritoneal cavity. According to the published data, there are
natural T-regulatory cells (T-regs) among them, and they
suppress immunity and boost tumor growth. OC patients

H Blood of healthy donors

M Blood of OC patients

B AF of OC patients

CD8* Tm

have more such T-regs than healthy women [31], and the cells
are much more abundant in patients' AF than in their blood
[32]. They probably block the activity of T-lymphocytes, Tm
in particular and other lymphocytes (NK-, CD8*) in general.
Those lymphocytes, although abundant, seem to be hindered
in their functions, as shown by the example of CD8* Tm
chronically stimulated in the presence of viral infections [7, 9,
33, 34]. Unlike T-regs, Tm die on schedule (apoptosis) when
interacting with FasL expressed by endotheliocytes of tumor
vessels; this may be one of the self-protective mechanisms
the tumor has [35]. Perhaps, some measures countering local
immunosuppression could allow effective inclusion of cellular
factors into antitumor immune response that would rise the
effectiveness of OC treatment.

As we have reported earlier, Ingaron added to a
chemotherapy course causes a decrease in the level of ThO
in OC patients and otherwise positively affects their immunity
[36]. In this study, we focused on learning more about Tm in
OC patients. We have found that introduction of rIFNy ensures
domination of Tm over ThO in blood and AF of OC patients
after chemoimmunotherapy. It also provokes redistribution of
Tm CD8* and brings around more Tcm, which is not seen in
patients that receive chemotherapy without rlFNy. In part, this
may be the reason behind the improved clinical effect observed
when rIFNy joins chemotherapy. Although the reports published
to date indicate that repeated administration of the antigen
provokes proliferation and increases cytotoxicity both of Tcm
and Tem (part of CD8* T-cell subpopulation), it is believed
that Tcm has these properties more pronounced and also
shows a more active interaction with antigen-presenting cells,
higher antigen-induced proliferation, generation of cytotoxic
T-effectors and homing into secondary lymphoid organs [7, 37].
This suggests the advantage tumor-specific CD8* Tcm have
when compared to Tem as antitumor factors. Thus, the data
we have received can be interpreted as one of the therapeutic
mechanisms Ingaron offers against ascitic forms of OC.

Table 3. Dynamics of Tm and ThO levels, blood of OC patients, treatment and control groups

™, % ThO, %
Group of patients Treatment term D2 oD D2 oD
before treatment 65.8 +4.2 409 +5.2 20.5 + 3.5" 17.2 +1.6”
Treatment (n = 12) after 2-3 ChIT cycles 64.6 + 6.1 37.7+45 15.7 + 3.4 16.5+2.3
after full ChiT course 72.8+5.9 35.7+5.1 9.7+27 104+ 2.6
before treatment 66.3 + 4.4 38.1 +4.7 23.6 + 4.6 23.6 +5.6
control (n = 6) after 2-3 ChT cycles 59.1+7.1 31.6 4.5 16.8 + 3.9 18.8 +3.2
after full ChT course 63.2+7.3 375+7.2 24.4 +6.2* 27.3+7.5"

Note. * — significant differences from the parameters of the treatment group after full ChIT course (p < 0.05).
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Fig. 4. Changes in Tm / ThO ratio, CD4* and CD8* subpopulations, blood of OC patients before and after treatment

Table 4. Dynamics of Tcm and Tem levels, blood of OC patients, treatment and control groups

Tm CD4+ Tm CD8*
Group of patients Treatment term
Tem, % Tem, % Tem, % Tem, %
before treatment 43.0+2.5 26.3+3.8 244 +3.6 258 +3.3
Treatment (n = 12) after 2-3 ChIT cycles 39.8 + 4.1 26.8 £ 3.3 13.3 + 3.4* 22.6 +3.7
after full ChIT course 428 +3.8 28.4+51 22.2 +2.9* 13.9 + 3.6"**
before treatment 42.3+3.6 255+2.8 225+23 30.6 +4.9
Control (n = 6) after 2-3 ChT cycles 453 +4.7 23.7 £ 3.7 17.8 +4.0 253+29
after full ChT course 43.1 +6.1 23.8+4.7 12.6 +2.2* 28.7+3.3

Note. * — significant differences from values seen before treatment (p < 0.05); ** — significant differences from the corresponding values of the control group (p < 0.05).

CONCLUSIONS

Before treatment, OC patients (ascitic forms) have Tcm
dominating in CD4* subpopulation of Tm and Tem dominating
in CD8* subpopulation of Tm, which accumulate in ascitic
fluid (AF). Despite the high levels of Tm in blood and AF, their
function seems to be injured and therefore it is important to
study the ways to correct it.
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LONG-TERM EFFECT OF HIGH CYCLOPHOSPHAMIDE DOSES ON
THE REPERTOIRE OF T-CELL RECEPTORS OF PERIPHERAL BLOOD
T-LYMPHOCYTES IN PATIENTS WITH AUTOIMMUNE VASCULITIS
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Chudakov DM', Britanova OV'®
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Although mechanisms underlying development of autoimmune vasculitis and polyangiitis remain understudied, these pathologies
are already known to be largely mediated by T-lymphocytes. Cyclophosphamide (CF) is widely used to treat autoimmune
diseases. Lymphoid cells in general (T, B, and NK cells) and naive T-lymphocytes in particular are highly sensitive to CF. In this
work we analyzed the repertoires of T-cell receptors (TCRs) in the peripheral blood of young (aged 24 to 35 years, n = 4) and
elderly (aged 52 to 68 years, n = 5) patients with ANCA-associated vasculitis (Wegener granulomatosis and Churg-Strauss
syndrome) treated with high doses of CF > 3 years before the study. The control group included 7 young and 14 elderly healthy
individuals. We revealed no TCR variants previously reported as typically found in patients with ANCA-associated vasculitis.
Relative frequency of “public" (often found in a population, largely formed during an embryonic period) TCR variants in the
repertories of young patients was significantly lower than in the repertories of healthy donors of the same age, and was similar
to the elderly healthy donors. We hypothesize that CF-treatment eliminates substantial proportion of naive T-cells in the young
donors, that contains "public" TCR variants of fetal origin. Long-term consequences of such changes in the structure of T-cell
immunity require further investigations.
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NCCNEOQOBAHUE OOJITTOCPO4YHOIO 3®PEKTA BbICOKUX AO03
LNKNITOPOCOAMNAA HA PEMEPTYAP T-KJIETOYHbIX PELLIEMTOPOB
T-TMM®OLNTOB NMEPUPEPUHECKON KPOBW Y NALUMEHTOB

C AYTOMMMYHHbIMU BACKYJTUTAMU
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MexaHn3mbl Pa3BUTUS ayTOUMMYHHBIX BACKY/IUTOB 1 MONAHMMUTOB Maio 13y4eHbl, OOHAKO U3BECTHO, YTO MaToreHes STux
3a60n1eBaHU B 3HAYNTENBHOM CTeNeHn onocpeayeTca T-numdoumtamm. Linknodochammg (LI®) lwinpoko ncnonbdyetcs ans
JIeHeHNst ayTOMMMYHHbIX 3abonesaHun. Knetkn numdoungHoro psaga (T, B n NK-knetku), n B 0COBEHHOCTU HanBHbIE T-nM-
dounTbl, 06NaaakT BbICOKOM YyBCTBUTENBHOCTLIO K LIP. Mbl npoaHanuanpoBany peneptyapbl T-KNETOYHbIX PELENTOPOB
(T-cell receptors, TCRs) nepudepnHeckon Kposu monodpix (24-35 net, n = 4) n noxunbix (52—-68 neT, N = 5) naumeHToB ¢
cuHapomamn BereHepa n Hapra—CTpocca, nonyyaBLUnx He paHee 4eM 3a 3 roga Ao Hadana uccnegosaHns LI B BbICOKIMX
003ax. B KOHTPOMbHYIO rpynmy BKIOYMIM 3A0POBbIX AOHOPOB: 7 MOMOAbIX U 14 moxxunbix ntogert. Mbl He BbISBAMM OMm1CaH-
Hbix paHee BapuaHToB TCRs, xapaktepHbix and ANCA-accoummpoBaHHbIX BaCKyUTOB. [MPeacTaBNeHHOCTb «MyOnyHbIX»
(4acTo BCTPEHAOLMXCSA B MOMNYNSLMM, B 3HAYUTENBHON CTEMEHN (DOPMUPYIOLLIMXCSA B SMOPUOHANBHOM NEPUOAE) BapMaHTOB
TCRs B penepTyapax MOnodbIx MaLMeHTOB Okadanachk CyLLECTBEHHO HIDKE, YEM B penepTyapax 340P0BbIX AJOHOPOB TOrO XKe
BO3pacTa, 1 Obina 613ka K TakKOBOW MOXKUbIX 300PO0BbIX AOHOPOB. Mbl Npegnonaraem, Y4To Tepanusi BbICOKMMK aosamm LI
SMNMUHNPYET 3HAYUTENBHYIO HYaCTb HaMBHbIX T-MMMAOLIMTOB MOMOAbIX AOHOPOB, CoaepXallvx nybnuyHble BapuaHTel TCR
3MOPUOHaNBHOIrO NponcxoxkaeHns. OToaneHHble NOCNEACTBUA TakX USMEHEHUN B CTPYKTYpe T-KNETOYHOrO MMMYyHUTETA
TPEOYIOT AaNbHENLLIErO U3YHEHNS.

KntoyeBble cnoBa: ayTOMMMYyHHblE 3a00neBaHVs, ayTOVMYHHbIA BaCKynuT, Uuknodocdhamma, T-KNeTOYHbIA peLenTop,
HavBHbIN T-MMMOLNT, BbICOKOMPON3BOAMTENBHOE CEKBEHMPOBAHNE

®duHaHcupoBaHue: padoTa BbiNonHeHa Npu nogaepkke Poccuiickoro HaydHoro donaa, rpaHt Ne 16-15-00149. B nccnepgoBaHnm 6b110 1CMonb3oBaHo 060-
pyaoBaHune LleHTpa konnektnsHoro nonb3oBaHna VIBX PAH, noppnep»kaHHoro MuHUCTEPCTBOM 0b6pasoBaHvs 1 Hayku Poccun, noeHTudvkaTop cornatle-
Hust — RFMEFI62117X0018.

<] Lnsa koppecnoHpeHuuu: bputaHosa Onbra BnagymumposHa
yn. Muknyxo-Maknas, a. 16/10, . Mocksa, 117997; olbritan@gmail.com

Cratbsi nonyyeHa: 04.10.2017 CtaTbs npuHATa K neyartu: 25.10.2017

68 | BULLETIN OF RSMU | 5, 2017 | VESTNIKRGMU.RU



Immunosupressants have become a common treatment option
for autoimmune diseases. One of such drugs, the cytotoxic
cyclophosphamide  (CPH), whose immunosuppressive
properties are still understudied, is used for treating severe
pathologies, including autoimmune vasculitis. CPH s
metabolized in the liver into 4-hydroxycyclophosphamide that
readily diffuses into the cells and then converts into either
phosphoramide mustard, an active cytotoxic compound,
or inert carboxyphosphamide (given that the cell is rich in
aldehyde dehydrogenase). Lymphoid cells, including T- and
B-lymphocytes and natural killer cells, are low in aldehyde
dehydrogenase and die when exposed to high doses of
cyclophosphamide. But primitive hematopoietic cells are rich
in this enzyme and therefore resistant to CPH. Thus, CPH
has a pronounced immunosuppressant effect, but is not
myeloablative: stem cells survive exposure to CPH, retaining
their hematopoietic activity, which renders bone marrow
transplantation irrelevant [1]. High doses of CPH have been
clinically confirmed to induce remission in patients with
different types of autoimmune disorders (acute aplastic anemia,
myasthenia gravis, systemic scleroderma, etc.), but 5-year
relapse-free rates following the treatment with CPH are as low
as 10 % [2].

There are reports about the specific effect of CPH on naive
T-cells. For example, Gladstone et al. [3] have demonstrated a
significant reduction in naive CD45RA*CD4+ T-lymphocytes in
comparison with CD45R0O*CD4* memory cells in patients with
multiple sclerosis who received high doses of CPH. Almost
all the participants retained their immune status, including
the resistance to the infections they had had in childhood,
which is mediated by memory cells. Gladstone’s findings
indicate that memory cells are less sensitive to CPH than naive
T-lymphocytes.

The evolution of high-throughput sequencing has enabled
deep profiling of T-cell receptors (TCR) repertoire. Combined
with an immunofluorescence staining, this technology
has yielded a few important discoveries about age-driven
changes in the adaptive immunity. In our previous work we
have analyzed a wide range of samples, including umbilical
cord blood and peripheral blood of centenarians, to reveal a
correlation between the reduction in naive T-lymphocytes and
the decreasing diversity of the TCR repertoire. We have also
described some changes in the structure of the TCR repertoire
occurring throughout the life [4].

Mechanisms underlying the development of vasculitis
remain understudied. The primary diagnostic marker for this
disease is anti-neutrophil cytoplasmic antibodies (ANCAS).
Patients with Wegener granulomatosis (granulomatosis with
polyangiitis, GPA) have antibodies to proteinase-3 (PR-3),
while patients with Churg-Strauss syndrome (eosinophilic
granulomatosis with polyangiitis, EGPA) and microscopic
polyangiitis have antibodies to myeloperoxidase. ANCAs are
thought to be implicated in the pathogenesis of vasculitis through
the interaction with the antigen and stimulation of neutrophil
degranulation, which causes endothelial and therefore vascular
damage [5]. T cells also actively contribute to the development
of the disease. The afflicted patients have increased counts
of activated CD4* and CD8+* T-lymphocytes circulating in the
peripheral blood and elevated levels of proinflammatory factors
implicated in their activation. Activated T-cells are also known
to participate in granuloma formation [6, 7]. It has been shown
that glomerular crescent formation is suppressed in animals
with depleted T-lymphocytes [8].

A question remains about the effect of CPH on different
functional subsets of blood cells and its long-term impact on
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the adaptive immunity. In the recent years a number of works
have been published concerning the role of CPH in TCR
reconstitution after allogeneic blood or marrow transplantation.
It has been shown that high doses of CPH, administered on
days 3 and 4 after the intervention, significantly reduce the risk
of both acute and chronic “graft-versus-host” disease and viral
infections, including Epstein-Bar-related lymphoproliferative
posttransplantation conditions [9]. Kanakry et al. demonstrate
that the first to recover after CPH treatment are effector memory
cells whose diversity is, however, impoverished in comparison
with that of healthy donors’ cells [10].

In this work we employed high-throughput sequencing
to study repertoires of peripheral blood TCR obtained from
9 patients with vasculitis previously treated with high doses
of cyclophosphamide. Specifically, we compared TCR beta-
chains repertoires in these patients and healthy controls and
attempted a search for disease-associated variants of TCR and
expression patterns of well-represented V- and J-beta TCR
segments. We also evaluated the long-term effect of CPH on
the repertoire of peripheral blood TCR.

METHODS
Selecting the participants

Two groups were formed: a group of patients diagnosed with
vasculitis who had undergone treatment with high doses of
cyclophosphomide > 3 years before the study and a group
of healthy volunteers (controls). Each group was divided into
subgroups of young (24-35 years) and elderly (52-68 years)
individuals. The subgroup of young patients consisted of 3
males and 1 female, the subgroup of elderly patients included
4 males and 3 females; the control group consisted of 6 males
and 8 females.

The study was approved by the Ethics Committee of Dmitry
Rogachev National Research Center of Pediatric Hematology,
Oncology and Immunology, Moscow (Protocol No. 2013-5/4).
Informed consent was obtained from all participants.

Isolation of mononuclear cells and
immunofluorescence staining

Eight milliliters of blood were collected from each participant
for blood count and immunofluorescence staining performed
as described in [11]. A hundred microliters of peripheral blood
were incubated with the following monoclonal antibodies: FITC
anti-human CD45RA (eBioscience, Thermo Fisher Scientific,
USA), CD27-PC5 (eBioscience), CD4-PE (Beckman Coulter,
USA), and CD8-eFluor 405 (eBioscience), and then lysed using
Optilyse-C (Beckman Coulter). The samples were analyzed
in the flow cytometer Cytomics CF500 (Beckman Coulter).
Peripheral blood mononuclear cells were isolated from 6 ml of
blood by Ficoll-Paque density gradient centrifugation (PanEco,
Russia).

Isolation of total RNA, preparation of TCR cDNA
libraries and sequencing

Total RNA was isolated using Trizol Reagent (Invitrogen, USA)
according to the manufacturer’s protocol. RNA vyield was
measured in the QuBiIt 3 fluorometer (Invitrogen) by intercalator
fluorescence intensity. Reaction quality was evaluated by gel
electrophoresis.

TCR cDNA libraries were obtained as described in [11].
TCR beta chain cDNA was synthesized using the Mint kit
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(Evrogen, Russia) according to the manufacturer’s protocol
and 1.5 pg of RNA per reaction. Depending on the amount
of the isolated RNA, 4 to 6 synthesis reactions were run per
sample. The primers used for cDNA synthesis, the 5'-template
switch adaptor carrying 12 random nucleotides and the
amplification protocol are described in [11]. Owing to the use
of the 5'-adaptor, each synthesized cDNA received a unique
barcode. The schematic of the experiment is shown in Fig. 1.

The obtained cDNA was amplified, purified using the Cleanup
Standard kit (Evrogen) and concentrated. Concentrations of the
obtained libraries were measured in QuBit 3 (Invitrogen). cDNA
molecules were ligated to lllumina TruSeq adaptors (lllumina,
USA). Libraries were sequenced using lllumina HiSeq 2000
(lumina) to generate 2 x 150 nt paired-end reads.

Bioinformatic analysis of sequencing data

Demultiplexing of sequencing data and assembly of reads
grouped by their molecular identifier (barcode) were done
using the MIGEC pipeline [12] as described in [11]. CDR3
extraction and assembly of T-cell clonotypes were aided by
the MiXCR software [13]. Qualitative analysis of clonotypes (V-
and J-usage, repertoire overlap) and diversity estimates were
conducted using VDJtools [14].

Data were statistically processed in the GraphPad Prism5
(Graph Pad Software, USA). Public clonotypes were analyzed
using R algorithms.

RESULTS
Flow cytometry of peripheral blood T-cell subsets

Flow cytometry was used to quantify peripheral blood naive
CDg3+ cells (phenotype CD3*CD45RA*CD27+) and naive CD4+/
CD8* lymphocytes in the samples of patients with vasculitis
treated with high doses of CPH. The results were compared to
previously obtained data on healthy donors of different ages [4,
11]. No significant difference was observed in the proportion of
naive T-lymphocytes between diseased and healthy individuals
of the same age (Fig. 2, A).

Analysis of TCR diversity by high-throughput sequencing

Molecular barcoding of cDNA libraries allowed us to trace
and correct substitution errors occurred during amplification
and sequencing. To prepare cDNA libraries necessary for
the analysis of TCR repertoires, we used cap switching
technology and employed specific synthesis primers [4] (Fig. 1).
Cap switching ensures uniform amplification of fragments
that correspond to different T-cell receptors, thus preventing
misrepresentation of variable gene segments. Each cDNA
library was prepared using the entire amount of total RNA

isolated from 3.5 billion mononuclear cells. The obtained total
cDNA was used for amplification in full. Sequencing yielded
over 30 million reads, the minimum number of reads was
1.3 x 10°, the maximum number was 6.5 x 10°. Molecular
identifiers introduced during the cDNA synthesis stage were
used as a filter during the analysis (Fig. 1): only those uniquely
labeled cDNA molecules that were covered by at least 3 reads
were factored into. The analysis yielded 27,000 to 400,000 read
groups each carrying a unique barcode and corresponding to a
unique cDNA molecule.

Sequencing data was normalized by random selection of
25,000 cDNA events per sample, i. e. to the size of the smallest
dataset obtained from a patient’s sample. It means that
further analysis was performed on 25,000 unique TCR beta
chain cDNA molecules representing each sample. Previously
analyzed TCR repertoires of healthy individuals [11] were used
as a reference. The reference dataset was also downsized
to 25,000 random cDNA events per sample. Our previous
experiments demonstrated that one cDNA event is on average
equivalent to one T-cell [15]. Thus, the diversity of a T-cell
repertoire was inferred from the analysis of 25,000 random
peripheral blood T-lymphocytes.

The following metrics were used to estimate the diversity
of the TCR beta chain repertoire: the lower bound for species
richness (the Chao1 estimator), the Shannon-Wiener index
of even distribution and the observed diversity of CDR3 (per
25,000 T-lymphocytes).

No significant differences were found in TCR repertoire
profiles between patients with vasculitis and healthy donors
(Fig. 2, B-D). But although the proportions of naive T-cells in
the peripheral blood of diseased and healthy individuals were
almost the same, Chaol values were lower for patients with
vasculitis (Fig. 2, B, E), indicating the depletion of the TCR
diversity.

Analysis of beta-chain variable segments

Normally, the role of clonal T-cell populations in pathology is
estimated by spectratyping (analysis of CDR3 fragment lengths
in general and TCR beta chain V-segments in particular).

A few researchers used TCR spectratyping to demonstrate
involvement of clonal and oligoclonal T-cells carrying a particular
V-segment in GPA [18] and EGPA [17]. Later, TCR V-segments
were found to be overrepresented in the peripheral blood of
patients with EGPA in another flow cytometry-based study [23].

These findings inspired the search for the described TCR
V-segments in patients with GPA and EGPA, prompting us to
analyze the frequencies of different beta-chain segments in
the diseased and healthy individuals. We revealed no specific
expression patterns of V- or J-segments that could divide TCR
repertoires observed in afflicted patients or healthy controls into
distinct clusters.
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Fig. 1. Preparation of TCR cDNA libraries. The switch adaptor carries a unique sequence (shown as a barcode in the picture) which allows accurate error correction at
the stage of data analysis. The amplified fragment carries TCR beta chain CDR3 responsible for receptor diversity
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Fig. 2. The proportion of naive T cells among the peripheral blood CD3* lymphocytes and the diversity of TCR beta chain repertoires in patients with autoimmune
vasculitides who previously received high doses of cyclophosphamide (blue dots) and healthy individuals (orange dots) (A) The proportion of naive T cells among the
total CD3* lymphocytes plotted against participants’ age. (B) The diversity of TCR estimated with Chao1. The major contribution is made by low-frequency clones, i.e.
TCRs of naive lymphocytes. (C) The diversity of CDR3 sequence variants per random 25, 000 TCR beta chain cDNA molecules (D) The diversity of TCR beta chains
estimated with the Shannon-Wiener index used to measure the evenness of clonotype distribution in the TCR repertoire. (E) The proportion of naive T cells among total
CD3*lymphocytes, accounting for Chao1. (F) The number of public clonotypes in clone sets depending on donor’s age. Fig. B-E are based on the analysis of 25,000

randomly selected TCR beta chain cDNA molecules
Search for GPA- and EGPA-associated CDR3 sequences

Next, we analyzed the sequencing data of our patients for the
presence of the annotated CDR3 sequences associated with
both GPA and EGPA [17, 18, 23]. We searched in unnormalized
clone sets. We did not find any CDR3 motifs previously
announced to be GPA — or EGPA —associated.

Estimation of the proportion of public clonotypes
in TCR repertoires

High-throughput sequencing of immune repertoires is very
instrumental in obtaining individual lists of TCR sequences
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the organism employs to develop adaptive immune response.
Among the millions of TCR variants sequenced by the
authors of this work and other researchers, the so-called
public (or non-unique) TCR clonotypes have been identified,
occurring repeatedly in the immune repertoires of unrelated
participants [11, 19, 20]. Identical TCR sequences found
in unrelated individuals are thought to be generated through
stochastic recombination of TCR gene segments or in an
attempt to produce optimal TCR clones for effective immune
response to a widespread pathogen or as a result of TCR
co-evolving with a persisting infection transmitted through
generations. Relatives share more TCR clonotypes than
unrelated donors. On the whole, the genetic environment of a



ORIGINAL RESEARCH | IMMUNOLOGIC MEMORY

donor cohort can affect the outcome of the analysis of public
TCR repertoires.

In our previous work we showed that the proportion of
public TCR clonotypes decreases with age [4]. In other words,
it is a marker of TCR repertoire ageing. Previously we drew
a list of human TCR beta-chain clonotypes present in the
T-lymphocyte repertoires of different donors. Public clonotypes
were extracted from the sequences of highly diverse TCR
repertoires of umbilical cord blood where they are abundant.
We selected clonotypes with the identical CDR3 amino acid
sequence found in at least 4 of 8 samples of umbilical cord
blood obtained from healthy donors. This list of clonotypes
was further supplemented with short high-frequency CDR3
variants that are generated during VDJ recombination, primarily
during fetal development [16], and sequences without random
N-nucleotide insertions at the V-D or D-J junctions resulting
from a simple VDJ rearrangement in embryos in the absence of
TdT-transferase expression.

Public clonotypes of TCR beta chains emerged in the
embryonic stage often coincide with the list of super public
TCR variants that can be observed in healthy adults (8 to 85
years, n = 68, super public clones found in 20 samples of 68,
data unpublished).

In the course of the analysis, we used clone sets
normalized to 25,000 cDNA events. Using a list of 7,200 public
clonotypes, we compared their frequency to the frequencies
in the reference cohort of healthy individuals and patients with
vasculitis, to reveal that younger patients had reliably fewer
public clonotypes (p = 0.04, Mann-Whitney U, Fig. 2, E) in their
TCR repertoires, compared to healthy donors of the same age.

DISCUSSION

As mentioned above, no research works have been published
so far dedicated to deep sequencing of TCR repertoires of
patients with GPA and EGPA. Sanger sequencing of T-cell
receptors has, however, been used to discover a common
CDR3 motif among highly represented Vbeta 21 clonotypes
of the TCR family in patients with EGPA [17]. Also, there are
reports on the Vbeta8 clonotype dominating the TCR repertoire
of patients with GPA [18].

In the course of our study, we did not observe any specific
clonotypes or expression patterns of V- and J-segments
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ESTIMATING THE NUMBER OF HIV-SPECIFIC T-CELLS IN HEALTHY
DONORS USING HIGH-THROUGHPUT SEQUENCING PROFILES
OF T-CELL RECEPTOR REPERTOIRES

Eliseev AV, Fedorova AD, Lebedin MY, Chudakov DM, Shugay M &

Pirogov Russian National Research Medical University, Moscow, Russia

In-depth study of mechanisms of immune response to the human immunodeficiency virus (HIV) is critical for better understanding
of how immunodeficiency develops in patients with HIV, as well as for designing effective immunotherapy strategies and vaccines
against the virus. In this work we analyze sequencing profiles of T-cell receptor repertoires previously obtained from healthy
donors (601 Americans and 65 Russians) to estimate the population frequency of HIV-specific naive T-cells. We demonstrate
that frequencies of T-cells recognizing different HIV epitopes vary considerably across the population (F-statistic = 2007,
p < 1079, ANOVA). Although the frequency of T-lymphocytes recognizing a particular epitope does not change significantly
between the individuals, it still largely depends on the presence of certain HLA alleles (p < 0.01, post-hoc Tukey’s test),
cytomegalovirus infection (F = 61, p = 7 x 1075, ANOVA), and age (Pearson correlation coefficient ranging from —-0.53 to -0.14
in different groups).
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OUEHKA HYNCNA BUY-CMNEUNOUYHBIX T-JIMM®OLNTOB Y 300POBbIX
OOHOPOB NO AAHHbIM BbICOKOINPOU3BOAUTEJIbBHOIO
CEKBEHUPOBAHWSA PEMEPTYAPOB T-KJIETOYHbIX PELIEMTOPOB

A. B. Enncees, A. [1. ®epoposa, M. tO. JleGenvH, [. M. Yynakos, M. A. LLlyrain =2

Poccunirckuin HaumoHanbHbI MCcneaoBaTenbCKuii MEAULIMHCKUI yHMBepcuTeT nmenn H. . Muporoea, Mockea

[etanbHoe 13ydeHne MexaHnaMoB (hOPMUPOBaHNS MMMYHHOrO OTBETa MPOTVB BuUpyca UMmyHodeduLmTa Yenoseka (BIY)
HEOOXOAMMO OJ19 NyHLLEro NOHMMaHWSA NPOLECCOB PasBUTUS UMMyHOA4eduLIMTa Y MaumeHToB ¢ BY-nHpekumen, paspaboTku
3(PDEKTNBHBIX METOAOB €€ MMYHOTEPANM 1 HOBbIX BaKLIMH MPOTYB BUpYyca. B nccnenoBaHnm Hamm 6biiv npoaHanmanposa-
Hbl A@HHbIE paHee NOJyHYEeHHbIX PE3YNBTATOB CEKBEHMPOBAHMA PENEPTYaPOB T-KNETOYHbIX PELENTOPOB ANA 60MbLLIOMO Yncna
300PO0BbIX NHAVBUOYYMOB (601 AOHOP M3 aMepUKaHCKOM Nonynsuum n 65 AOHOPOB 13 POCCUMCKON MOMYNALMN) C LENbo
onpeaeneHnsa 4acToTbl HanBHbIX T-IMMQOLMTOB, obnagaroLmx cneundnyHocTbio K BUY, B nonynsumm. Mbl 0BHapy»kunm,
YTO Ha YPOBHE MOMYAALMN UMEET MECTO 3HaYUTENbHAA BaprabenbHOCTb MeXay pasdnmyHbiv anntonamn BYIY B vacToTax
cneunnyHbix T-kneTok (F-statistic = 2007, p < 107'%°, ANOVA). HecmoTpst Ha To, 4TO YacToTta T-nMmoLmnToB, CreumdnyHbIX
K OZHOMY 1 TOMY >Ke 3nuTony, 6bl1a JOCTATOHHO CTABUBHON MEXXAY NHAMBUAYYMAMU, Mbl OBHAPY>KMK, YTO OHA 3HAYUTENBHO
3aBUCUT OT TakMx (DaKTOPOB, Kak Hann4ve y Yenoseka onpeaeneHHbix annenent HLA (p < 0,01, NOCT-XOK TECT ThOKW), Hann4ne
uuTomMeranosupycHou nHdekumm (F = 61, p = 7 x 1075, ANOVA), a Tarkke Bo3pacT (KoahduumeHT koppensummn MNMupcoHa
B AvanasoHe ot —0,53 o 0,14 ans pasHbix rpynn).

KntoueBble cnoBa: B4, T-kneTouHbin peLentop, HLA, CMV, BbICOKONPON3BOANTENBHOE CEKBEHMPOBAHME
duHaHcupoBaHue: paboTa BbINoNHeHa Npu nogaepkke PoCCUACKOro Hay4Horo doHaa, rpaHT Ne 17-15-01495.

><] Ans koppecnoHaeHumu: LLlyrain Mvixavn AnexkcaHnposud
yn. Muknyxo-Maknasi, . 16/10, Mocksa, 117997; mikhail.shugay@gmail.com

Cratbsi nonyyeHa: 23.10.2017 CtaTbsi NnpuHaTa K nevartu: 28.10.2017

The highly mutable human immunodeficiency virus (HIV) easily
evades the immune system [1]. Still, there is hope for anti-HIV
immunotherapy, considering the variety of immunogenic HIV
epitopes [2] and protective human leukocyte antigen (HLA)
alleles [3], as well as the phenomenon of the so-called elite
controllers [4]. Although attempts to develop an HIV vaccine
have not paid off yet, the accumulated evidence suggests
that the T-cell therapy may potentially be as effective as the
conventional antiretroviral treatment [5].

In this work we draw on the assumption that the proportion
of antigen-specific T-cells occurring in the naive T-lymphocyte
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population determines the magnitude of the immune response
[6]. Knowing which HIV epitopes tend to be readily recognized
by the immune system of a person who carries a particular set
of HLA alleles will help to elucidate mechanisms of immune
protection against HIV and finally make headway in the
development of an HIV vaccine.

The ability of T-cells to recognize foreign antigens is encoded
by alpha- and beta-chain genes of T-cell receptors (TCR).
Their diversity is incredible: the number of unique sequences
(variants) in a person’s beta chain is estimated to be over 10°,
while the total number of TCR variants generated in the thymus



OPUTMHAJIbHOE UCCJIEQOBAHWNE | UMMYHOJIOI 1A

gland of each member of the population is almost infinite [7].
Massively parallel sequencing of immune repertoires (RepSeq)
has evolved to simultaneously produce millions of TCR reads
per studied sample, e. g. of peripheral blood mononuclear
cells [8]. Currently existing methods of T-cell sorting, especially
those based on MHC multimer staining [9], yield a wealth of
information about antigen-specific TCR. In this light, RepSeq
can be conveniently used to analyze individual TCR repertoires.
For example, data generated by RepSeq can be further
annotated in silico and the number of epitope-specific T-cells
can be estimated using the regularly updated VDJdb repository
of TCR sequences with known antigen specificity [10].

That said, it is almost impossible to accurately quantify
antigen-specific T-cells in the naive T-cell population using
standard techniques, such as flow cytometry. Because the
population of T-cells that recognize a particular epitope is often
very small (< 1 %) [11], magnetic bead enrichment may be
needed [12], which, unfortunately, can distort the results. In
contrast, RepSeq reliably reports T-cells with frequencies as
low as 0.001 % [13].

Having a large dataset of TCR sequences at our disposal
obtained from 65 Russian and 601 American donors and
another dataset of 1,688 TCR with known epitope specificity
(see Methods), we have attempted to study the frequency of
HIV-specific T-cells in the population. The following hypotheses
have been tested:

1) frequencies of epitope-specific T-cells in the TCR
repertoires of healthy individuals vary considerably depending
on the epitope;

2) cytomegalovirus (CMV) infection in the individual affects
the proportion of HIV-specific T-cells in his T-cell repertoire;

3) the number of HIV-specific T-cells depends on the
presence of specific HLA alleles in the individual;

4) the number of HIV-specific T-cells depends on the
individual’s age and sex.

METHODS

We analyzed the datasets of sequenced TCR beta chains
obtained by Emerson et al. [14] and Britanova et al. [15]. We
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Fig. 1. Mean abundance of different HIV-specific T-cell receptors (TCR) in the T-cell repertoires sequenced by Emerson et al. [14] and Britanova et al. [15]. The X-axis
represents distribution of an average-sized clonotypic population derived from an HIV-specific T-cell (fraction of all TCR beta chain reads) in the samples from [14] (n
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sequence
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did not use all of the sequenced data obtained by Emerson,
selecting the TCR repertoires of only those donors whose HLA
haplotype had been identified and CMV status was known
— a total of 601 samples. We also filtered out umbilical cord
blood TCR from Britanova et al. study’s sample, saving for
the analysis only the repertoires of 65 healthy adults. Data
preprocessing and segment mapping for sequences borrowed
from [15] were performed with MIGEC [16] and MITCR [17]
software tools. Segments from [14] were additionally mapped,
V- and J-segment genes were identified and sequencing errors
were corrected using MiXCR [18]. Data were cleaned of non-
functional sequences containing stop-codons or frameshifts
using VDJtools [19].

Annotation, i. e. prediction of HIV-specific TCR, was done
using VDJtools/VDJdb-standalone [10]. VDJdb was searched
for HIV-specific TCR; epitopes represented in the database by
less than 10 TCR variants were excluded from the analysis. A
RepSeq TCR was counted as specific to a particular epitope
if the amino acid sequence of the epitope’s hyper variable
CDRS region differed by no more than 1 substitution from the
corresponding TCR sequence stored in VDJdb. This approach
yields a substantially larger set of annotated TCR, with only a
tiny percent of erroneous annotations, as shown in [10].

Statistical analysis was done with R. The following statistical
algorithms were used: ANOVA, Tukey’s post hoc test and
correlation analysis. Values for the F-statistic, Spearman’s rank
correlation and Student’s p are provided in the Results section.

B*51 — TAFTIPSI A*02 - ILKEPVHGV
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RESULTS

Frequency estimates obtained by flow cytometry for HIV-
specific TCR convincingly demonstrate that the proportion of
specific T-cells in the naive (intact) repertoire varies considerably,
differing by 1 or 2 orders of magnitude between the epitopes,
while remaining fairly stable between different individuals [12].
Analysis of high-throughput TCR sequencing data conducted
in the course of our study (Fig. 1) supports these observations:
frequencies of HIV-specific TCR have been found to be highly
epitope-dependent (F = 2007, p < 107, ANOVA), which,
however, bears no connection to the presenting HLA allele
(F =0.03, p = 0.86, ANOVA). Importantly, there is a significant
discrepancy in the estimates for Emerson’s and Britanova et al.
study's datasets (F = 1690, p < 107'%°; average frequency of HIV-
specific TCR is higher for Emerson et al. study’s data), which
can be explained by different structures of TCR libraries and
techniques used for their preparation. Emerson et al. worked
with DNA samples employing multiplex PCR, while Britanova
et al. used RNA samples, 5’RACE and molecular barcoding
[20]. Skipping the details, we will, however, emphasize that
molecular barcoding ensures more accurate quantification of
TCR in the sample [15].

In the study by Emerson et al. the donors were divided
into two cohorts based on their serologic status, i. € on the
presence or absence of CMV infection. With sequencing
data at our disposal, we seized this opportunity to evaluate
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Fig. 3. The total frequency of TCR specific to HIV-epitopes represented by
donor’s HLA allele sets (data borrowed from Emerson et al.). Plotted along the
X-axis is mean percent (for groups of individuals with the studied HLA allele) of the
total number of reads for TCR sequences specific to HIV epitopes represented
by a specific HLA allele. Standard deviation is provided for each value. The list of
alleles was obtained by intersecting datasets from VDJdb and annotations from
Emerson et al. study. Allele HLA-B*42 was excluded from the analysis, because it
was represented by only one sample. Other alleles were present in more than 35
of 601 donors. Protective alleles and alleles associated with susceptibility to HIV
were borrowed from Goulder and Walker’s work [3]

the impact of CMV infection on the frequency of HIV-specific
TCR in donors’ repertoires. As shown in Fig. 2, the frequency
of HIV-specific TCR was significantly higher for CMV-negative
individuals regardless of the HIV epitope (F = 495, p < 107'%,
ANOVA). Of note, if TCR were not grouped based on the
epitope they recognize, i.e. if the epitope-related difference in
HIV-specific TCR frequencies was ignored, the result would be
far less significant (F = 61, p =7 x 1075, ANOVA).

Information about the HLA haplotypes of the donors
provided by Emerson et al. was used to estimate the number
of HIV-specific TCR considering that the donor may have
some of HLA alleles capable of representing an HIV epitope.
As shown in Fig. 3, the largest proportion of HIV-specific TCR
is observed for putatively protective B27, B57 and B51 HLA
alleles [3]. For these 3 alleles the number of HIV-specific TCR
is significantly higher than for 5 other alleles (p < 0.01, Tukey’s
post hoc test), except for the differences between alleles B51
and BO08. It should be noted that we had to recruit a relatively
small number of alleles for out study because there were no
known HIV epitopes for other alleles in VDJdb.

Age-related changes in the structure of the T-cell repertoire
were described in a number of previously published works [21]
reporting the reduction of the observed repertoire diversity
due to clonal expansions caused by chronic infections.
Impoverished diversity results in the decreased proportion
of T-cells (including the HIV-specific T-cells) capable of
recognizing previously unencountered pathogens (Fig. 4):

R = -0.35 (Spearman’s correlation coefficient here and else
where; p = 0.003) for the data borrowed from Britanova et al.
and R = -0.20 (p = 0.001) for CMV-negative individuals from
Emerson’s work. At the same time, CMV-positive patients
demonstrate a less pronounced decrease in HIV-specific TCR
(R = -0.14, p = 0.08). Massive clonal expansions (> 5 % of
TCR sequences) observed in CMV+-patients from the work
by Emerson et al. can be explained by the cross-reactivity of
HIV-specific clonotypes to CMV epitopes. Data borrowed from
Britanova et al. illustrates reduced levels of HIV-specific T-cells
in men (R = -0.53, p = 0.002) but not in women (p = 0.22),
because the female cohort included centenarians (aged 80 to
100 years) whose repertoires are typically very specific [15].

DISCUSSION

Our findings indicate that the median frequency of HIV-specific
T-cells in healthy individuals can vary by 1 or 2 orders of
magnitude depending on the studied HIV epitope, which is
consistent with estimates obtained by other researchers who
used different techniques [11, 12, 22]. A far less pronounced
variability is observed between the individuals for the frequencies
of T-cells recognizing a particular epitope.

It should be noted that one of the major factors determining
the frequency of a particular TCR sequence in the population is
probability of its assembly during V(D)J recombination [7]. This
process is well described by existing statistical models [23].
Recombination parameters do not vary a lot between across
the population, which is consistent with our findings. Therefore,
we infer that frequencies of HIV-specific T-cells calculated in
silico are an important and reliable parameter of the magnitude
of the immune response to particular epitopes at the population
level.

To sum up, development of effective vaccination strategies
should account for the pool of epitopes that may be represented
in the individual HLA context and for the proportion of naive
T-cells capable of recognizing these epitopes.

Frequencies of HIV-specific T-cells studied in the context
of known HLAs vary significantly depending on the HLA. The
highest frequencies of HIV-specific TCR were observed for
protective alleles listed in [23].

Besides, we noticed that the proportion of HIV-specific
T-cells goes down with age in individuals with CMV infection.
These data are consistent with broader observations of
the dynamics of T-cell repertoire diversity affected by age
and chronic infections, including CMV [24-26]. Sex-based
comparison of sequencing data borrowed from Britanova et al.
and Emerson et al. works returns controversial results, because
Britanova et al. study recruited female centenarians.

CONCLUSIONS

Our work demonstrates that sequencing of immune repertoires
and the subsequent bioinformatic analysis allow in-depth
study of antigen-specific T-cell populations. RepSeq is a
valuable tool for estimating the frequency of HIV-specific
T-cells in the repertoires of healthy donors that can be used
to identify the factors affecting this frequency. As the VDJdb
will grow to include more annotated sequences, our data will
be supplemented with new HIV epitopes and HLA alleles. In
the future, exploration of cell repertoires of HIV-infected donors
carrying different HLA alleles, including elite controllers, will
help us to identify those HIV-specific TCR present in the naive
T-lymphocyte populations that have higher frequency and are
associated with HIV inhibition.
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Fig. 4. Changes in the total frequency of HIV-specific TCR in donors of different sex and age. Data from Emerson et al. are distributed into groups based on the CMV
status of the participants. The graph also shows results of linear modeling for HIV-specific TCR dependence on age for males and females
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CLINICAL CHARACTERISTICS OF PREMENSTRUAL PAINS
Dobrokhotova YUE!, Friptu VG?, Grishin II', Saprykina LV, Mazur IA"23
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Premenstrual syndrome (PMS) profoundly affects a woman’s quality of life, causing physical and emotional distress. This study
aimed to describe premenstrual pains in reproductive-age women (18-45 years). The main group included 136 women with
moderate and severe PMS; the control group consisted of 136 healthy females with only sporadic premenstrual symptoms.
We encouraged the participants to rate their symptoms using the menstrual distress questionnaire by Rudolf H. Moos and to
keep a symptom diary over the course of 3 menstrual cycles. We also used the visual analogue scale, which allows estimating
pain intensity. In the main groups the participants scored an average of 47.14 + 3.67 total points on the distress questionnaire
(moderate PMS), whereas the controls scored 10.28 + 1.94 points (mild PMS) (p < 0.05). Among the most typical premenstrual
symptoms observed in the main group and the controls were: headaches (66.17 % vs. 22.79 %, respectively; p < 0.001);
breast tenderness/pain (83.08 % vs. 49.26 %, respectively; p < 0.001); pelvic pain (70.58 % vs. 35.29 %, respectively;
p < 0.001); bloatedness/stomach ache (64.7 % vs. 25.73 %, respectively; p < 0.001), and muscle/joint pain (51.47 % vs.
21.32 %, respectively; p < 0.001). The average number of premenstrual symptoms observed in the main group was 5.62 + 0.92,
of which 2.47 + 0.68 represented intense pains determining PMS severity. The results of our study suggest that premenstrual
symptoms should be monitored prospectively over at least 2 consecutive menstrual cycles using a diary, because retrospective
data are unreliable.

Keywords: menses, premenstrual syndrome, premenstrual symptom, pain, pain symptome, menstrual distress questionnaire,
symptom diary
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KITMHNYECKNE OCOBEHHOCTWU BOJIEBbIX CUMIMTOMOB INMPU
NMPEAMEHCTPYAJIbHOM CUHOPOME

tO. 3. dobpoxoTtoea', B. I ®punty?, V. W. Touwnn', J1. B.CanpbikuHa', V. A, Magyp'?2 =
" Kadbegpa akyLepcTsa v MHEeKonorm, nevedHblin hakynsTerT,
Poccuitckmin HaumoHanbHbIM MCCNeaoBaTENbCKNA MEAULIMHCKMIA yHBepCUTET umeHn H. . Muporosa, Mockea

2Kadbenpa akyLuepcTBa 1 MMHEKONOTUN,
[ocymapCTBEHHbIN YHUBEPCUTET MeauUMHbI 1 (hapmMauim nmenn H. TectemuuaHy, Kuwenes, Monogosa

3K «Mepncu», Mockea

MpeameHcTpyanbHbii cuHapoM (MMC) — natonorus, KoTopas MOXET 3HAYUTENBHO YXYALATb Ka4eCTBO MUSHU dXKEHLLVHDI,
BVSAS Ha ee (hU3NHECKOE 1 SMOLMOHaNbHOE cocTosiHME. Llenbio nccnenoBaHus SBsNock onpeaeneHne ocobeHHocTen 6o-
neBbix nposisneHni npu NMMC y >xeHLWWH penpoayKTBHOro BospacTta (18-45 neT). B ocHoBHYO rpynny BKAoYMM 136 >keH-
WwyH ¢ TIMC cpedHen/Tskenon CTeneHn, B KOHTPObHYO — 136 300P0BbIX XEHLLWH C €AMHNYHbIMU NMPEAMEHCTRYaTbHbIMI
cumMmnToMamu. [nsa oueHkn 60neBbIX MPOSBAEHWA MCMONb30Bann MeHCTpyanbHbI ANCTPEeCcC-onpocHUK Pynonbda Myca,
MEHCTPYaJlbHbIN AHEBHUK (B TeHeHne 3 nocnenoBaTesbHbIX LIMKIIOB) Y BU3YaslbHYO aHaIoroByto LKany (MO3BOMSET OLEHUTb
NHTEHCMBHOCTL 6onein). CpeaHsas oblas oueHka Mo AUCTPECC-OMPOCHNKY B OCHOBHOW rpymnne cocTasuna 47,14 + 3,67
6anna (MMC cpeaHen TshkecTn), a B KoHTponbHo — 10,28 + 1,94 6anna (NMMC nerkoi cteneHn) (p < 0,05). Cpean 60neBbix
npeaMeHCTPYasbHbIX CUMATOMOB BCTPEYaCh: rofoBHble 60im — B 66,17 % cnyvaeB B 0CHOBHOW rpynne 1 B 22,79 % cny-
4YaeB B KOHTposnbHOM rpynne (p < 0,001); TshkeCTb/60b B MONOYHBIX »xene3ax — B 83,08 % 1 49,26 % cny4yaes (p < 0,001);
TazoBble 60 — B 70,58 % 1 35,29 % cnydaeB (p < 0,001); B3gyTre/60nm B xunBote — B 64,7 % 1 25,73 % cnydaes
(p <0,001); 601 B MbILWLIAX 1 cycTaBax — B 51,47 % 1 21,32 % cny4aeB cooTBeTCTBEHHO (P < 0,001). B cpegHemM B OCHOBHOM
rpynne y naumeHToK oTMedanu 5,62 + 0,92 npegMeHCTpyasbHbIX CUMITOMA, U3 HX 2,47 + 0,68 6biv 60NeBbIMU BblparKeH-
HOWM MHTEHCUBHOCTW, onpefenss cteneHsb Tsxectn NMC. MonydeHHble pesynsTaTthl yKasbiBatoT Ha TO, YTO cummiToMel FIMC
crnepyeT NoATBepXaaTb MPOCMEKTUBHLIMN EKEAHEBHBIMU OLIEHKaMN B TEHEHWE HE MeHee 2 MOCNefoBaTeNbHbIX LIMKIIOB, T. K.
PETPOCMNEKTUBHbIN aHAMHES He SIBNSETCS JOCTAaTO4HO HaOEXKHbIM.

KntoyeBble cnoBa: MeHCTpyaLys, MpeaMeHCTPYasbHbIA CUHAPOM, MPeaMEeHCTPYasbHbIA CUMMTOM, 6011b, 6ONEBOWN CUMMTOM,
MEHCTPYasbHbIN ANCTPECC-ONPOCHUK, MEHCTPYasbHbIN AHEBHUK
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Premenstrual syndrome (PMS) is a pathology associated
with the menstrual cycle. PMS adversely affects the physical
and emotional state of women of childbearing age; there is
a variety of related somatic and psychoemaotional symptoms
that express during the luteal phase of menstrual cycle and
disappear when menstruation begins [1].

Russian researchers identify four forms of PMS:
neuropsychiatric, cephalic, edematous and crisis.
Manifestations of the neuropsychiatric form include irritability,
depression, weakness, aggression; those of the edematous
form are severity and pain in mammary glands, edema of
upper and lower extremities and face, flatulence, abdominal
pain, sweating; manifestations of the cephalic form are severe
headache, nausea, vomiting, depression, chest pain, sweating;
and the crisis form calls forth sympathetic attacks (hypertension,
chest pain, tachycardia) that occur in the evening or night
and can be triggered by stress, overstrain. Besides, there are
atypical forms of PMS: vegetative-ovarian cardiomyopathy,
hyperthermia, ophthalmoplegia, cyclic allergic reactions [2].

In Europe, one of the most popular PMS classifications
is that developed by the Royal College of Obstetricians and
Gynecologists (UK). According to this classification, PMS is
a combination of neuropsychiatric and somatic symptoms.
Domination of some of these symptoms allows identifying
neuropsychiatric, somatic and mixed forms of premenstrual
syndrome [3].

Many researchers believe that pain always accompanies
PMS, and that pain affects women from both clinical and
social viewpoints: it determines severity of the syndrome, their
psycho-emotional and general state, influences their behavior
in the family and at work, decreases their working efficiency
[4]. Pain syndromes most often associated with PMS include:
headache (migraine) — 50-86 % of cases, mastalgia —
85-96 %, pelvic pains and abdominal pains — 63-80 %, joints
and heart pain — 15-17 % [5].

Besides clinical forms of PMS, there are 3 degrees of its
severity: mild, moderate and severe. Mild degree of PMS means
there are 1-4 low intensity symptoms manifesting that require
no treatment; moderate/severe degrees cause manifestation
of a number of pain symptoms accompanied by vegetative
and affective symptoms (5 to 12 of them), quite noticeable and
significantly worsening the woman's condition and requiring
treatment [6].

This study aims to identify clinical characteristics of pain
associated with PMS in women of reproductive age.

METHODS

The study was conducted in 2010-2013. 272 women took
part in it: 136 of them suffered from moderate to severe PMS

Table 1. Rudolph Moss's Menstrual Distress Questionnaire Scores

(treatment group) 136 more experienced PMS only occasionally
(control group). The inclusion criteria were reproductive age
(18-45 years old), regular menstrual cycle (25-35 days, 3-7
days of menstruation), no combined oral contraceptives taken,
no pregnancy or breastfeeding, no organic pathologies of
reproductive and/or nervous systems, no mental ilinesses.

Diagnostic criteria accepted by the international medical
community were applied to diagnose PMS [3, 6, 7]. Outpatient
records, personal questionnaires (age, social status, anamnesis,
the nature of menstrual function, reproductive function
indicators) and special questionnaires allowed assessing
clinical characteristics of pain symptoms and medical and
social particularities of participants of the study.

The researchers make extensive use of the Menstrual
Distress Questionnaire (MDQ, R. Moos) [8] that consists of
8 clusters uniting 47 symptoms. The symptoms listed in this
questionnaire reveal the clinical picture and allow determining
dominant premenstrual symptoms (vegetative, endocrine and
emotional). The participants filled the questionnaire during the
luteal phase of their cycles, when the symptoms' manifestations
were maximal.

They kept menstrual diaries for 3 consecutive menstrual
cycles; notes contained therein allowed assessing clinical
nature and timing of the symptoms' manifestations.

The intensity of pain was assessed with the help of the
visual analogue scale (VAS) [9]: O points — no pain, 1-3 — mild
pain, 4-6 — moderate pain, 7-9 — intense pain, 10 points —
very severe pain.

Clinical examination included general and gynecological
examination and ultrasound examination of pelvic organs and
mammary glands. Additionally, the researchers conducted
oncocytological examination of cervix and microscopic
examination of vaginal discharge. The above studies aimed
to reveal the state of reproductive system organs and find
organic pathologies of that system, if any, that could stimulate
development or magnification of premenstrual symptoms.

Statistica 7.0 (StatSoft, USA) software was used for
statistical processing of the data acquired. Average values were
calculated for the indicators studied. Student t-test allowed
determining reliability of differences seen between groups
(p <0.05).

The study got the approval of the Research Ethics
Committee of the Nicolae Testemitanu State Medicine and
Pharmacy University, Republic of Moldova (30.03.2009). All
patients voluntarily signed the informed consent forms.

RESULTS

Patients in the study groups were comparable in age, physique,
menstrual cycle parameters.

Cluster of symptoms Treatment group (n = 136) Control group (n = 136) p-value
Pain 8.66 + 1.43 2.12+£1.08 < 0.001
Concentration 6.25 +1.17 1.03 + 0.65 < 0.001
Behavioral change 5.6 +1.32 0.78 + 0.47 < 0.001
Autonomic reactions 4.39 +1.47 0.83 + 0.48 <0.05
Water retention 414 +1.11 0.96 + 0.48 <0.01
Negative affect 9.11+1.71 1.59 +1.03 < 0.001
Arousal 3.87£1.13 2.22+0.98 >0.05
Control 6.08 + 1.64 1.0 £ 0.64 < 0.01
Total scores 47.14 + 3.67 10.28 + 1.94 < 0.001
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No pathologies that could affect PMS symptoms were
revealed through oncocytological examination of cervix,
microscopic examination of vaginal discharge, ultrasound of
pelvic organs and mammary glands.

Analyzing anamneses of the patients, we detected a
number of gynecopathies that were equally distributed through
the groups, i.e. there were no statistically significant differences
in their occurrence there (p > 0.05). Inflammatory diseases of
pelvic organs (treated earlier) were seen in 36.02 + 4.11 %
cases in the treatment group and 27.94 + 3.84 % cases in
the control group. Ovarian cysts, previously found and treated
either conservatively or operatively, were found in 5.14 + 1.89
and 8.08 + 2.33 % cases, respectively; uterine fibroids —
in 6.61 + 213 and 4.41 + 1.76 % cases. 7.35 + 2.23 and
5.88 +2.01 % of patients in treatment group and control groups,
respectively, underwent gynecologic surgeries (cystectomy,
ectopic pregnancy, conservative myomectomy). The frequency
of menstrual cycle irregularities (menorrhagia, oligomenorrhea)
did not exceed 5 % in both groups.

Filling the Rudolph Moss's Menstrual Distress Questionnaire,
patients from the treatment group scored higher than control
group patients in all clusters except for the Arousal cluster
(Table 1). The average treatment group's score was 47.14 +
3.67 points, which describes their PMS as moderate (22-51
points). That in the control group was 10.28 + 1.94 points, i. e.
they only suffered from mild PMS (4-21 points).

PMS pains and their reported occurrence were as follows:
headaches — 66.17 % of patients in treatment group,
22.79 % of patients in the control group (p < 0.001); severity
and pain in mammary glands — in 83.08 % and 49.26 % of
patients, respectively, (p < 0.001); pelvic pains — in 70.58
% and 35.29 % of cases, respectively (p < 0,001); swelling/
abdominal pains — in 64.7 % and 25.73 % of cases
(p < 0,001); muscle and joints pain — in 51.47 % and 21.32 %
of cases, respectively (p < 0.001) (Fig. 1).

Headache (migraine)

Severity and pain in mammary glands
Pelvic pain

Stomach ache

Muscle and joint pain

0 20

. Control group

Fig. 1. Frequency of PMS pains suffered by the participants, %

Ml odays B 1-4days

Treatment group

Control group

Fig. 2. Duration of clinical manifestation of PMS symptoms, days per month
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It is important to note that the abovementioned PMS
pains manifest in combination with emotional and autonomic
symptoms. In the control group, the manifestations were rare
and their degree mild. In the treatment group, the average
number of PMS symptoms manifested was 5.62 + 0.92, their
intensity varied. Of those symptoms, 2.47 + 0.68 were intensely
painful and thus produced a negative effect on the general
state and behavior of women (interpersonal relationships and
ability to work) (Table 2).

In the treatment group, the symptoms expressed
themselves for 7.14 + 1.0 days per month (5-7 days —
61.03 %, > 7 days — 38.97 %). In the control group, the figure
was 2.3 + 1.28 days per month (1-4 days — 88.24 %, no PMS
symptoms — 10.29 %) (p < 0.01) (Fig. 2).

Assessing painful symptoms, the researchers took into
account frequency, duration of their expression, intensity. The
following table presents the data describing clinical parameters
of painful PMS symptoms in patients that participated in the
study (Table 3).

Headache is one of the symptoms that determine the
severity of PMS, prevents women from working efficiently and
worsens the quality of their lives. Study participants from the
treatment group had more severe and longer lasting headaches
than those from the control group. The scores were taken
with VAS; the difference was statistically significant (p < 0.01)
(Table 3). In 36.03 % (n = 49) of them, headache was unilateral,
in 41.11 % (n = 37), it was pulsating; 31.11 % (n = 28) had
their headaches accompanied by nausea/vomiting, 14.44 %
(n = 13) — by lacrimation; 54.44 % (n = 49) suffered from
additional acousticophobia and photophobia, 31.11 % (n = 28)
reported anxiety; 37.78 % (n = 34) felt drowsy at the same
time, and 38.89 % (n = 35) found difficulties concentrating their
attention while suffering from headaches; physical capabilities
worsened in 32.22 % (n = 29) of patients attacked by a
headache, and 42.22 % (n = 38) could not work efficiently.

40 60 80 100

. Treatment group

B 5-7 days > 7 days

1,47 %
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Table 2. PMS symptoms

Parameter Treatment group (n = 136) Control group (n = 136) p-value
Number of PMS symptoms 5.62 + 0.92 243 + 1.15 <0.05
Number of painful PMS symptoms 2.55 + 0.67 0.9 + 0.49 <0.05
Table 3. Painful symptoms parameters
Cluster of symptoms Treatment group (n = 136) Control group (n = 136) p-value
Headache (migraine)
duration, days per month 5.95 + 1.36 2.05 + 0.36 < 0.01
intensity, VAS 6.0 + 1.2 2.1 + 0.31 <0.01
Severity and pain in mammary glands
duration, days per month 7.77 + 1.22 3.25 +0.97 < 0.01
intensity, VAS 5.03 + 1.03 1.96 + 0.48 <0.01
Pelvic pain
duration, days per month 4.67 +£0.94 1.98 + 0.56 <0.05
intensity, VAS 4.87 + 0.65 1.86 + 0.67 < 0.001
Stomach ache
duration, days per month 3.91 + 0.98 1.17 £0.17 < 0.01
intensity, VAS 3.19+0.58 1.28 £ 0.21 <0.01
Muscle and joint pain
duration, days per month 4.38 + 0.93 1.34 £ 0.37 < 0.01
intensity, VAS 3.73+0.65 1.48 + 0.45 <0.01

Headaches were not migraineous and did not meet the criteria
for a migraine aura attack [10].

Severity and pain in mammary glands were reported by
83.08 = 3.21 % of patients (n = 113) of the treatment group.
The duration and intensity of these symptoms were greater than
those recorded by the control group (VAS scores; statistically
significant difference, p < 0.01). As for the pelvic pain, in
treatment group it was reported by 70.58 + 3.9 % of patients
(n = 96). Its duration and intensity were greater than those
registered in the control group (p < 0.01). Often, pelvic pain
came together with visceral pain, but its duration and intensity
were significantly less notable. Besides, patients have reported
muscle and joint pains, which were most often companions to
other painful symptoms (Table 3).

Patients of the treatment group reported that painful
premenstrual symptoms produced a negative effect on their
emotional and general state and quality of life. In the control
group, only sporadical expressions of symptoms (mild intensity)
were observed, and they did not adversely affect emotional and
general state of women.

Headache (migraine)

Componentul
psihoemotional

Muscle and
joint pain

Stomach ache

Fig. 3. "Pain profile" of study participants

VAS allowed charting the "pain profile" (Fig. 3) that includes
the most common painful PMS symptoms and emotional
impact thereof. As for the intensity of those symptoms, they
never went above moderate.

DISCUSSION

Due to the variety of clinical manifestations and prevalence
of certain symptoms, very often patients suffering from PMS
seek medical help from various doctors (therapist, neurologist,
endocrinologist), and that help falls short of their expectations.
Since PMS is a state ruled by hormones, it is a gynecologist
that should be the doctor of choice. If PMS is severe, the team
of specialists may be extended to include endocrinologist,
neurologist, therapist, etc., depending on the dominating
symptoms [11, 12]. We aimed to research characteristics of
painful PMS manifestations in order to better diagnose it and
optimize treatment offered to PMS patients. The results of our
study confirm the hypothesis that painful symptoms express
themselves together with psychoemotional and vegetovascular

Severity and pain in mammary

—.— Treatment group
+ Control group

Pelvic pain
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disorders, which largely determines the severity of clinical
manifestations of PMS.

Assessing the state of women suffering from PMS,
practitioners should register symptoms prospectively, during 2
or 3 consecutive cycles, with the help of a symptoms diary.
Questionnaires and diaries used in the context of this study
allowed revealing key features of premenstrual symptoms,
including the cyclicity of manifestation exclusively in the
premenstrual period. Also, these tools helped identify dominant
symptoms and assess their severity.

To a certain extent, the results of this study bring together
the opinions various authors have on the clinical manifestations
of PMS. According to M. N. Kuznetsova, almost all forms of
PMS — cephalal, edematic, and crisis — manifest with one
or more painful symptoms [2]. On the other hand, according
to the classification by the Royal College of Obstetricians
and Gynecologists, PMS manifests through neuropsychiatric,
somatic and mixed symptoms [3], and the somatic cluster
of PMS symptoms includes neurovegetative and endocrine-
metabolic manifestations that have pain (localization varies)
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as one of the most important constituents. This classification
may be more convenient for practitioners, since domination
of neuropsychiatric symptoms in PMS means fundamentally
different forms of treatment from those prescribed for patients
with a predominance of somatic manifestations.

CONCLUSIONS

All in all, PMS manifested itself as a complex of emotional
and somatic symptoms (an average of 5.62 + 0.92 cyclic
symptoms). Most often, they were pains of various localization
(2.47 + 0.68 of the total number of symptoms). As reported on
a VAS, the duration and intensity of pain in the participants of
the study were moderate. Pain symptoms were dominant; they
determined the severity of PMS and negatively affected general
condition of women.

The results of this study suggest that PMS symptoms
should be confirmed with prospective daily assessments made
for at least 2 consecutive cycles, since retrospective chart
review is not sufficiently reliable.
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MODERN ASPECTS OF MULTIMODALITY APPROACH TO THE DIAGNOSIS
OF IDIOPATHIC EPIRETINAL MEMBRANE
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Idiopathic epiretinal membrane (ERM) is the most common abnormality of the vitreoretinal interface. This condition often
stays asymptomatic for a long time. At present, the diagnostic “gold standard” for iERM is spectral-domain optical coherence
tomography (SDOCT) and biomicroscopy. However, other diagnostic approaches to ocular fundus pathologies have emerged
recently, including multispectral imaging in the MultiColor mode used to estimate tissue proliferation, En Face OCT-angiography
that can precisely locate retinal lesions, and microperimetry instrumental in assessing retinal sensitivity and the impact of
tissue proliferation. In this work we evaluate the effectiveness of the multimodal approach to iERM diagnosis. We examined 46
patients (46 eyes; mean age was 65.3 = 11.2 years) with different stages of iERM, pseudophakia and incipient cataract. The
multimodal approach allowed us to better discriminate between disease stages and to identify 15 patients with stage 0 iERM,
19 patients with stage 1, and 12 — with stage 2. We were also able to generate a map of the vitreoretinal interface for 2 patients
with stage 2 iERM that facilitated the choice of treatment and allowed planning a sparing surgical intervention. Based on our
clinical experience and study findings, we conclude that the multimodality approach should be promoted in the clinical setting.

Keywords: multimodality imaging, epiretinal membrane, optical coherence tomography, OCTA En Face, microperimetry,
MultiColor
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COBPEMEHHbIE ACMEKTbI MYJI5TUMOLAJIbHON OUATHOCTUKHA
NONONATUYECKOW SMUPETUHAJIbHON MEMBPAHDI

X. M. Taxumgn', I. ®. KavanuHa', T. A. KacvbiHuHa', E. M. TebuHa? =

"Hay4Ho-1ccnenosatenbCKuin LIEHTP odTabMonorim,
Poccuiickuin HaumoHanbHbI MCCReaoBaTenbCKNA MEAULIMHCKI YHUBepcuTeT nmenn H. V1. Muporosa, Mockea

2Kadenpa odransMonorim, neauaTpuHeckmnin harynsTer,
Poccuiickuin HaumoHanbHbI MCCReoBaTensCKA MEAULIMHCKIA YHUBepcuTeT nmenn H. V1. Muporosa, Mockea

iononaTudeckasa anvpeTuHanbHas MembpaHa (MOPM) — Havbonee pacnpocTpaHeHHast NaTtonorus BUTPEOPETMHAIIBHOMO
nHTepdenca. [ns atoi naTonornm xapakTepHo 6eCCUMATOMHOE TeHeHNE Ha MPOTSKEHWN 4OCTATOMHO AIUTENBHOMO BpemMe-
HU. «3010TbIM CTaHAAPTOM» ee AUAarHOCTUKN SBASIETCS MCCAEA0BaHME C MOMOLLBIO CMEKTPaIbHOM ONTUYECKOW KOrepeHTHOM
Tomorpadumn (COKT) n ocdhransmobrnommkpockonus. OaHako K HacTosiLLeMy BpeMeHn paspaboTaHbl 1 Apyre Noaxodp! K
BbISIBNIEHWIO MaTONOMI ra3Horo aHa, obnafaroLLe BaxKHbIMU JOCTOMHCTBaMU: MySISTUCIEKTPaNIbHOE MCCNE0BaHVe B PeXXn-
mMe MultiColor (oueHka pacnpocTpaHeHHOCT NponmdepaTnBHoro npolecca), OKT-aHrorpadus B pexkume En Face (TouHast
NoKanM3aLmMst MOBPEXAEHWA PETUHASBHBIX CNOEB), KOMMbIOTEPHAS MUKPOMEPUMETPUS (OLEHKa KaYeCTBa 3PEHNs 1 BIMSHS
Ha Hero nponuepaTBHOrO NpoLecca). B nccneposaHnn oueHvBanachk 3hMeKTUBHOCTb MyNsTUMOZAIBHOrO MOAXOAA B
ovarHoctuke MOPM. ObcnepoBann 46 naumeHToB (46 rmas; cpeaHuin Bo3pacT — 65,3 + 11,2 roga) ¢ nOPM pasnnyHbIx cTa-
ovin, apTndbakmen 1 HadanbHoM katapakToi. o peaynstatam o6cnenoBanvs y 15 naumeHToB ycTaHoBuam OPM ctagum O, y
19 — cragum 1, y 12 — ctagnn 2. INpuMeHeHne MynsTUMOLASIbHOrO NOAXo4a NO3BONMIIO ToYHee AnddepeHUMpoBaTh cTa-
Onv 3aboneBaHust, a B rpynne naumeHToB ¢ MOPM cTagmm 2 Takke B 2 Criyqasx — padpadboTtaTb KapTy BUTPEOPETUHANTBHOIO
nHTEepdenca ansd Bolbopa TakTUKK NIeHeHMs 1 NaHa ManoTpaBMaTUYHOro A1 CETHATKN XMPYPrMYECKOro BMeLLaTenbCTaa.
OcHoBbIBasACb Ha COOCTBEHHOM KIMHMHYECKOM OMbITE U pe3ynsrartax MCCNeAoBaHus, Mbl nonaraeM, YTo MylsTUMOAASbHbIN
noaxon, NepcnexkTnBeH Anst 6onee LWMPOKOro pacipOCTPaHEHNS B KIIMHUYECKOW MPaKTUKe 0ghTasibMOJIOroB.

KntoyeBble cnoBa: MynsTUMOAa/IbHas AMarHOCTUKa, anvpeTHasIbHas MemopaHa, OnTuyHeckasl KorepeHTHasi Tomorpadus,
En Face OKTA, mvkponepumeTpus, MultiColor
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Idiopathic epiretinal membrane (ERM) is a thin translucent  anatomically stable for a long time and its symptoms do not
fibrocellular tissue in the center of retina that is capable of  manifest themselves [2]. According to Feng et al. [3], in 25.7 %
contraction leading to distortion of retinal interface surface [1].  of cases iIERM regresses and in 38.8 % of cases it becomes
This pathology progresses slowly: most often, iERM remains  stable. However, other researchers [4, 5] state that 28.6 %
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of IERM cases result in progression to the contractile phase,
proliferation on the retina surface that may cause complications
like macular edema and macular rupture [6].

Back in 1976, Gass developed an ERM classification; later,
Klein modified it based on the color pictures of the fundus [7]:

—stage 0: the membrane is translucent, there is no
deformation on the surface of the retina (maculopathy);

—stage 1: uneven wrinkling of retina's inner surface
(macular cellophane);

—stage 2: dense membrane on the surface of the retina,
general shrinkage of the macula throughout its depth, possibly
- macular edema, small hemorrhages, a cotton-like exudate
(macular pucker).

This classification
diagnostics.

To reveal fundus pathologies, including iIERM, practitioners
routinely make use of ophthalmoscopy, B-mode ultrasound
imaging and spectral optical coherence tomography (SOCT)
[8]. B-mode ultrasound imaging is the most common non-
invasive diagnostics technique applied to fundus, with iIERM
it does not provide sufficient amount of data. The most
effective approach is SOCT. It highlights ERM as a hyper-
reflective band adjacent and/or soldered to the inner surface
of the retina. In some cases, there are point joints between
ERM and retina surface [2]. Besides, SOCT reveals foveolar
profile, an important diagnostic indicator. At the beginning, the
profile is usually unchanged, but as the pathology progresses,
it can be deformed (smoothed out) or disappear altogether
[9]. Non-invasiveness, painlessness and quickness make
this examination method comfortable for the patient, and its
simplicity and technical features -- suitable for screening [10].
Nevertheless, the "golden standard" does not draw a complete
picture of structural changes happening in the vitreoretinal
interface, as well as that of the pathological process dynamics,
its spread and localization and concomitant vision disorders.

Confocal scanning systems allow a more detailed analysis
of all layers of the retina and vitreoretinal interface. Basics of
ophthalmochromoscopy [11] fostered the development of
multispectral laser scanning of the retina (MultiColor), which
allows estimating the degree of proliferation on the retinal
interface surface intra vitam. The method implies adding 3
images using monochromatic filters: blue (BR; 488 nm), green
(GR; 515 nm) and infrared (IR; 820 nm). With MultiColor,
surface of the examined membrane and folds thereon appear
yellow-green, the intensity of the color depends on elevation of
ERM relative to the retina. Blue and green filters allow getting
a detailed view of the retina's inner surface and vitreoretinal
interface. Combined, they allow finding boundaries of the
membrane, folded area and traction component, if any [12].
Multispectral examination is a good complement to SOCT. To
increase the effectiveness of screening, these methods can be
applied together [9].

Another promising technology is OCT-angiography (OCTA)
[13], which allows assessing the state of retinal vasculature
and frontal surface of vitreomacular interface (En Face mode)
without intravenous administration of contrast agents [14]. The
En Face mode of OCTA ensures precise localization of damages
in certain retinal layers based on their axial location on SOCT
cross-sectional scans and allows converting OCT images to
other models of fundus visualization while retinal vessels serve
as reference points [13].

Technical capabilities of the new methods enabled
improvement of Gass classification for the En Face mode [9]:

— stage 0: foveolar profile remains unchanged on the cross-
sectional OCT scan; central retinal thickness is normal; En

is still used in epiretinal fibrosis
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Face mode reveals single diffuse foci of fibrosis on the retina's
surface.

—stage 1: cross-sectional OCT scan shows increased
central retinal thickness; the foveolar profile changes
insignificantly; En Face mode reveals a "patch" with a small
number of radial folds.

—stage 2: cross-sectional OCT scan shows increased
central retinal thickness; the foveolar profile disappears; En
Face mode reveals a solid "patch" with radial folds.

When examining a vitreoretinal interface with En Face
OCTA, practitioners should pay particular attention to changes
in the posterior hyaloid membrane (PHM) and ERM as the
relate to the pathological process development. When focused
on PHM, the retina's surface appears "cloudy" or "foggy". In
cases of detachment of PHM or ERM, local separated parts
appear as "retinal windows", which is a diagnostic indicator
the surgeon should take into account when removing an ERM.
Sometimes, the inner limiting membrane ruptures in places;
then, En Face imaging reveals naked zones of the retinal nerve
layer visualized as "craters" [9].

Best corrected visual acuity (BCVA) may not provide the
data quality needed to correctly evaluate vision disorders related
to various fundus pathologies. If that is the case, there is an
alternative, computer-assisted microperimetry, a noninvasive
method that allows estimating light sensitivity of the macular
area and localization and stability of the point of gaze [15].

The analysis of pros and cons of the existing IERM
diagnosis methods tells that getting a complete picture of
morphofunctional changes associated with this pathology
takes a multimodal approach. This study aimed to evaluate
such a multimodal approach that includes ophthalmoscopy,
multispectral examination, microperimetry, SOCT and En Face
OCTA as they are applied in combination to diagnose stages
of IERM.

METHODS

46 patients (46 eyes) took part in the study; they had iERM
at varying stages. The inclusion criteria were pseudophakia
and early cataract. The average age of participants was
65.3 + 11.2 years (18 women and 27 men). The exclusion
criteria were: mature cataract, glaucoma, diabetic retinopathy,
fundus dystrophy regardless of its genesis, occlusion of retinal
vessels, registered eye trauma, chronic and acute inflammatory
eyeball diseases.

The standard  ophthalmologic  examination  was
complemented with  SOCT, multispectral examination
(MultiColor mode, various filters), microperimetry and En Face
OCTA. The following instrumentation and devices were used:
Spectralis HRA-OST, Spectralis OCT-2 module, frequency
of 85,000 Hz with TruTrack Active Eye Tracking (Heidelberg
Engineering, Germany); MAIA version 2.4.0 (CenterVue, lItaly).
SSDA algorithm was applied to OCTA (Angio Retina mode).
The scanning was performed in the macular zone, gaze fixed
centrally, size of the macular cube — 10 x 10°, number of scans
— 512, distance of 6 pm (Macular Map mode). If the patient's
gaze wandered, scanning was repeated until the images
obtained were free from artifacts caused by eye movement.

SOCT data allowed evaluation of the degree of structural
disturbances in vitreoretinal interface, overall central retinal
thickness and foveolar profile. En Face OCTA images were used
to assess frontal profile of the vitreoretinal interface, including
internal limiting membrane and ERM within the macular zone.

Microperimetry allowed assessing photosensitivity of
retina's central zone. The examination was performed in the



MultiColor

Fig. 1. Example of multimodal diagnostics results, iERM, stage 0. Membrane area and boundaries are almost invisible, no wrinkles/folds on the retina, no traction
component, sporadical diffuse fibrosis foci

MultiColor

Fig. 2. Example of multimodal diagnostics results, iIERM, stage 1. Membrane area and boundaries are well defined, sporadical wrinkles/folds on the retina, unpronounced
traction, visible star patterns on the retina and patches

MultiColor

(200m 2004

Fig. 3. Example of multimodal diagnostics results, iERM, stage 2. Membrane area and boundaries are clear, pronounced wrinkles/folds on the retina, pronounced
traction, increased retinal thickness
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macular zone, gaze fixed centrally, Expert exam mode [method
4-2], 10° grid (37 points). The results of the examination were
superimposed on a picture of fundus shot with a built-in fundus
camera. In case the patient registered more than 30 % of dots
in the area of the blind spot, the test was deemed unreliable
and was repeated to obtain reliable data.

RESULTS

Based on the results of the multimodal examination, the Gass
classification and its modified version, we divided the patients
into 3 groups: 15 patients (15 eyes) in the first group, all with
initial manifestations of epiretinal fibrosis (stage 0); 19 patients
(19 eyes) in the second group, with changes to vitreomacular
interface more pronounced (stage 1); 12 patients (12 eyes)
to the third group, with marked changes in the macular zone
(stage 2).

Multispectral (MultiColor) examination of the first group
showed weak yellow-green foci from ERM surface, localized
in the center zone; the membrane's total area and boundaries
could not be differentiated, there were no folds nor traction
(Fig. 1). SOCT showed no changes to the foveolar profile,
and the central retinal thickness was normal (average of
276.8 + 24.4 nm). En Face images revealed single diffuse foci
of fibrosis on the surface of retina of all patients. The average
photosensitivity of retina in the macular zone was 26.2 + 1.4 dB.

Multispectral (MultiColor) examination of the second group
showed pronounced yellow-green reflection from ERM surface,
localized in the center and helping to see the membrane's total
area and boundaries; there also were some folds and weak
traction (Fig. 2). SOCT showed minor changes to the foveolar
profile (smoothening) and increased retinal thickness to the
average of 303.1 + 42.2 nm. En Face OCTA visualized "retinal
stellata" and "patches" with individual radial folds in all patients.
The average photosensitivity of retina in the macular zone was
251 + 2.4 dB.

Multispectral (MultiColor) examination of the third group
showed clearly pronounced yellow-green reflection, ERM area
and boundaries clearly visible; traction was well-expressed
and folds diffused (Fig. 3). COCT revealed gross structural
changes to the retina, lack of foveolar profile, increase of the
central retinal thickness to the average of 427.0 + 85.4 nm. En
Face images showed diffuse retinal folds in the central zone, all
patients. The average photosensitivity of retina in the macular
zone was 22.2 + 2.2 dB. In 2 cases out of 12, a partial ERM
detachment was observed: En Face OCTA showed "retinal
windows". Thus, we were able to draw up the vitreoretinal
interface topography scheme while taking into account the
zones where ERM was farthest from the retina. Further on, we
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developed a map of vitreoretinal interface that allowed planning
treatment and surgical removal of ERM with minimal trauma to
the retina.

DISCUSSION

For many years, the "golden standard" in diagnosing epiretinal
fiorosis was ophthalmoscopy and SOCT. However, new,
non-invasive confocal microscopy diagnostic methods
gave ophthalmologists more details on the development of
proliferation at various stages of the disease.

Multispectral examination in combination with SOCT and En
Face OCT allows diagnosing and assessing changes to iERM
at different stages. What is more, the data describe not just
cross sections but entire areas of the membrane. En Face OCT
provides a deeper insight into the morphofunctional changes
in the vitreoretinal interface. This method is not a routine one
yet, but it can find wide use in diagnosing fundus pathologies.

The type and extent of symptoms a patient develops largely
depend on the thickness of the pathological membrane, on
retina deformation it causes, on its location and the presence/
absence of macular edema or macular rupture. In the absence
of complications, visual acuity can remain at a sufficiently high
level, therefore BCVA does not allow correct assessment of
proliferation dynamics. Here, microperimetry can help, since
this method ensures control over the threshold of central retina
photosensitivity and localization and stability of the point of
gaze.

Combination of the "golden standard" and new, non-
invasive diagnostic technology is a promising approach to
uncovering iERM, drafting treatment tactics and observing
dynamics.

CONCLUSIONS

Based on our own practical experience and the data obtained
through the study, we can state that each of the diagnostic
methods used separately does not yield a complete picture
of morphofunctional changes peculiar to epiretinal fibrosis.
Multimodal approach opens new opportunities before for the
practitioner and provides more detailed data on the structure
of vitreoretinal interface in IERM at various stages of its
development; allows assessing dynamics of pathology not only
by cross-sectional spectral OCT scans but also by area imaging
enabled by MultiColor or En Face OCTA methods; helps
determining the effect proliferation produces on the quality of
vision using the microperimetry data. Such information allows
better planning of treatment tactics, including scope and nature
of surgical intervention.
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