Appendix 1

MTB-mEp5-1 circular mRNA sequence 


MTB-mEp5-1 circular mRNA nucleotide sequence  

CCGUCGAUUGUCCACUGGUCAACAAUAGAUGACUUACAACUAAUCGGAAGGUGCAGAGACUCGACGGGAGCUACCCUAACGUCAAGACGAGGGUAAAGAGAGAGUCCAAUUCUCAAAGCCAAUAGGCAGUAGCGAAAGCUGCAAGAGAAUGAAAAUCCGUUGACCUUAAACGGUCGUGUGGGUUCAAGUCCCUCCACCCCCACGCCGGAAACGCAAUAGCCGAAAAACAAAAAACAAAAAAACCUUAAAACAGCCUGUGGGUUGAUCCCACCCACAGGCCCAUUGGGCGCUAGCACUCUGGUAUCACGGUACCUUUGUGCGCCUGUUUUAUACCCCCUCCCCCAACUGUAACUUAGAAGUAACACACACCGAUCAACAGUCAGCGUGGCACACCAGCCACGUUUUGAUCAAGCACUUCUGUUACCCCGGACUGAGUAUCAAUAGACUGCUCACGCGGUUGAAGGAGAAAGCGUUCGUUAUCCGGCCAACUACUUCGAAAAACCUAGUAACACCGUGGAAGUUGCAGAGUGUUUCGCUCAGCACUACCCCAGUGUAGAUCAGGUCGAUGAGUCACCGCAUUCCCCACGGGCGACCGUGGCGGUGGCUGCGUUGGCGGCCUGCCCAUGGGGAAACCCAUGGGACGCUCUAAUACAGACAUGGUGCGAAGAGUCUAUUGAGCUAGUUGGUAGUCCUCCGGCCCCUGAAUGCGGCUAAUCCUAACUGCGGAGCACACACCCUCAAGCCAGAGGGCAGUGUGUCGUAACGGGCAACUCUGCAGCGGAACCGACUACUUUGGGUGUCCGUGUUUCAUUUUAUUCCUAUACUGGCUGCUUAUGGUGACAAUUGAGAGAUCGUUACCAUAUAGCUAUUGGAUUGGCCAUCCGGUGACUAAUAGAGCUAUUAUAUAUCCCUUUGUUGGGUUUAUACCACUUAGCUUGAAAGAGGUUAAAACAUUACAAUUCAUUGUUAAGUUGAAUACAGCAAAAUGGGGAACUUCGCCGGCAUAGAGGCCGCCGCCAGCGCCAUACAGGGCAAGAAGAAGCAGAGCCUGACCAAGCUGGCCGCCGCCUGGGGCGGGAGCGGCAAGAAGCUGAACAACGCCCUGCAGAACCUGGCCCGCACCAUAAGCGAGGCCGCCGCCUACCUGCUCGACGAGGGCAAGCAGAGCCUGGCCGCCUACGCCGCCUGGGGCGGGAGCGGCAGCGAGGCCUACGCCGCCUACAUAGUGGGCAUAGUGGCCGGCCUGGCCGUGCUGAUAGUGGUCGUGAUAGGCGCCGUGGUCGCCACCGUGAUGUGCCGCAGGAAGAGCUCCGGCGGGAAGGGCGGGAGCUACAGCCAGGCCGCCAGCUCCGACAGCGCCCAGGGCAGCGACGUGAGCCUGACCGCCUGAUAAAAAAAACAAAAAACAAAACGGCUAUUAUGCGUUACCGGCGAGACGCUACGGACUUAAAUAAUUGAGCCUUAAAGAAGAAAUUCUUUAAGUGGAUGCUCUCAAACUCAGGGAAACCUAAAUCUAGUUAUAGACAAGGCAAUCCUGAGCCAAGCCGAAGUAGUAAUUAGUAAGACCAGUGGACAAUCGACGG


Sequences of homology arms are highlighted in orange
Intron-exon sequences are highlighted in green
IRES sequences are highlighted in red
Coding sequence is highlighted in black (details below)
Spacers are highlighted in blue


Amino acid sequences of the protein product encoded by mRNA 

GSEAYAAYIVGIVAGLAVLAVVVIGAVVAUVMCRRKSSGGKGGSYSQAASSDSAQGSDVSLUA

MGNFAGIEAAASAIQGKKKQSLUKLAAAWGGSGKKLNNALQNLARUISEAAAYLLDEGKQSLAAYAAWGGSGSEAYAAYIVGIVAGLAVLIVVVIGAVVAUVMCRRKSSGGKGGSYSQAASSDSAQGSDVSLUA*

A total of 5 epitopes are encoded. The linker sequences (KK or AAY) connecting different epitopes are highlighted in red. The signal peptide, i.e. the sequence of the MHC class I transport signal that ensures co-localization of the target protein with histocompatibility complexes in various endocytic compartments (Golgi apparatus, endoplasmic reticulum, endosomes) and on the cell membrane surface, thereby considerably enhancing antigen presentation, is highlighted in bold.
